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BAD88437 Coleochaete scutata MADS-box transcription factor CsMADS1
BAD88436 Chara globularis MADS-box transcription factor CgMADS1

Q9XGJ4 Gnetum gnemon CAB44459 GGM13_GNEGN MADS-box protein GGM13/putative MADS domain transcription factor GGM13
BAD93174 Ginkgo biloba MADS-box transcription factor GbMADS10100

AAM51776 Lycopodium annotinum MADS-box gene 2 protein
Ppa_PpMADS5

Ppa_PpMADS649
Ppa_PpMADSS99

AAG09136 Physcomitrella patens MADS-domain protein PPM1
AAG09137 Physcomitrella patens AAG09138 CAD11674 MADS-domain protein PPM2/MADS-domain protein PPM2 /putative MADS-domain transcription factor93
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AT4G11880 = NP_192925 Q38838 T09347 CAB44326 CAB78231 AGL14 (AGAMOUS-LIKE 14); DNA binding/transcription factor /AGL14_ARATH Agamous-like MADS box protein AGL14 /T09347 MADS box protein AGL14 - Arabidopsis thaliana/MADS-box protein AGL14 /MADS-box p
CAB97354 Hordeum vulgare subsp. vulgare MADS-box protein 8
AT1G26310 = NP_564243 CAL (CAULIFLOWER); DNA binding/transcription factor97

AT2G45650 = NP_182089 P29386 AAA79328 AAC06173 AGL6; DNA binding/transcription factor /AGL6_ARATH Agamous-like MADS box protein AGL6 /transcription factor/MADS-box protein (AGL6)
AAD09206 Pinus radiata putative MADS-box family transcription factor

AT2G03710 = NP_849930 AAL36250 AAM20027 AGL3 (AGAMOUS-LIKE 3); DNA binding/transcription factor /putative MADS-box protein AGL3 /putative MADS-box protein (AGL3)92
77
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41

AT4G09960 = NP_192734 Q38836 AAC49080 CAB39620 CAB78119 AAM64757 STK (SEEDSTICK); transcription factor/AGL11_ARATH Agamous-like MADS box protein AGL11/MADS-box protein AGL11 /MADS-box protein AGL11 /MADS-box protein AGL11 /MADS-box protein AGL11
AAX69070 Pisum sativum MADS box protein M8

AT4G18960 = NP_567569 AG (AGAMOUS); transcription factor
BAD93166 Ginkgo biloba MADS-box transcription factor GbMADS2
CAB44449 Gnetum gnemon putative MADS domain transcription factor GGM369
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MIKC*-type MADS-box gene


