
XP_001016669 EAR96424 Tetrahymena thermophila SB210 TTHERM_00190920/TTHERM_00190920
XP_001426384 Paramecium tetraurelia strain d4-2 CAK58986 Paramecium tetraurelia GSPATT00029617001/unnamed protein product100

XP_650054 EAL44668 Entamoeba histolytica HM-1:IMSS EHI_196900/EHI_196900
XP_001421218 ABO99511 Ostreococcus lucimarinus CCE9901 predicted protein/predicted protein

XP_001798406 EAT84355 Phaeosphaeria nodorum SN15 SNOG_08079/SNOG_08079
XP_359508 EDJ95105 Magnaporthe grisea 70-15 MGG_05269/MGG_05269

XP_001907950 Podospora anserina DSM 980 CAP68623 Podospora anserina unnamed protein product/unnamed protein product60
XP_956992 EAA27756 Neurospora crassa OR74A NCU00005/conserved75

XP_382749 Gibberella zeae PH-1 FG02573.1
93

100

XP_567988 AAW46471 Cryptococcus neoformans var. neoformans JEC21 XP_773633 EAL18986 Cryptococcus neoformans var. neoformans B-3501A/expressed protein /CNBI2470 /CNBI2470

100

XP_001747836 EDQ87223 Monosiga brevicollis MX1 predicted protein/predicted protein
NP_499588 CAA22103 Caenorhabditis elegans Y75B8A.16/Hypothetical protein Y75B8A.16
XP_001666607 Caenorhabditis briggsae AF16 CAP39401 Caenorhabditis briggsae CBG23048/Hypothetical protein CBG23048100

NP_510384 CAA94117 Caenorhabditis elegans C11H1.2/Hypothetical protein C11H1.2100

XP_001182418 XP_001182341 Strongylocentrotus purpuratus PREDICTED:/PREDICTED:, partial
XP_001601598 Nasonia vitripennis PREDICTED: similar to conserved, partial

XP_623554 Apis mellifera PREDICTED: similar to G protein-coupled receptor 8998
XP_967110 Tribolium castaneum PREDICTED: similar to G protein-coupled receptor 89

NP_611016 AAF58167 AAZ86759 Drosophila melanogaster CG8090 CG8090-PA/CG8090-PA /LD13915p
XP_001360643 EAL25218 Drosophila pseudoobscura GA20816-PA/GA20816-PA100

XP_001869215 EDS28666 Culex quinquefasciatus XP_001663047 EAT34887 Aedes aegypti GPR89A/GPR89A /AaeL_AAEL012912 /conserved
XP_309392 EAA05189 Anopheles gambiae str. PEST AGAP011252-PA/AGAP011252-PA100

100

84

92

XP_001626503 EDO34403 Nematostella vectensis predicted protein/predicted protein
CAG05859 Tetraodon nigroviridis XP_689821 Danio rerio unnamed protein product/PREDICTED:
NP_001025962 Q5F448 CAH65086 Gallus gallus G protein-coupled receptor 89B/GPR89_CHICK Protein GPR89A /

XP_001513405 Ornithorhynchus anatinus PREDICTED:
XP_001160735 XP_514414 XP_001160689 XP_001160637 XP_001160546 XP_001160593 Pan troglodytes XP_001088013 XP_001087890 XP_001087524 XP_001087651 Macaca mulatta NP_057418 NP_001091081 NP_001091082 NP_001091085 AAD27722 AAH03187 Q9Y302 AA
BAD96943 Homo sapiens G protein-coupled receptor 89 variant38
XP_001499135 Equus caballus PREDICTED: similar to GPR89 protein36

NP_001086744 AAH77386 Xenopus laevis G protein-coupled receptor 89/Gpr89-prov protein
XP_001368967 Monodelphis domestica PREDICTED: similar to GPR89 protein16
XP_342302 XP_001060170 EDL85599 Rattus norvegicus NP_080505 BAB30430 Q8BS95 AAH10729 BAC28872 EDL38926 EDL38927 Mus musculus PREDICTED: similar to G protein-coupled receptor 89/PREDICTED: similar to G protein-coupled receptor 89 /G protein-10
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XP_001695894 EDP01231 Chlamydomonas reinhardtii CHLREDRAFT_118641/predicted protein
jgi|Selmo1_235594_fgenesh1_pm.C_scaffold_90000009 jgi|Selmo1_235006_fgenesh1_pm.C_scaffold_73000024

CAD41818 EAZ31870 Oryza sativa Japonica Group CAH67856 EAY95417 Oryza sativa Indica Group OSJNBa0083N12.15/OsJ_015353 /B0403H10-OSIGBa0105A11.8 /OsI_016650
CAO62129 Vitis vinifera unnamed protein product
NP_194493 = AT4G27630 NP_849555 BAF00631 Arabidopsis thaliana unknown protein/unknown protein /
NP_176679 = AT1G64990 NP_001031235 AAD38272 AAL49849 Arabidopsis thaliana unknown protein/unknown protein /AC006193_28 similar to CGI-13 protein /unknown protein93
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