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EAS00689 Tetrahymena thermophila SB210 Cofilin/tropomyosin-type actin-binding protein
XP_680234 Plasmodium berghei strain ANKA CAH98803 Plasmodium berghei AAY86357 actin-depolymerizing factor/actin-depolymerizing factor, putative /actin depolymerizing factor 2
XP_742427 Plasmodium chabaudi chabaudi CAH78062 Plasmodium chabaudi actin-depolymerizing factor/actin-depolymerizing factor, putative73

XP_728649 Plasmodium yoelii yoelii str. 17XNL EAA20214 Plasmodium yoelii yoelii actin-depolymerizing factor 3/actin-depolymerizing factor 3100

NP_705497 Plasmodium falciparum 3D7 CAD52734 actin-depolymerizing factor, putative/actin-depolymerizing factor, putative
100

XP_626216 Cryptosporidium parvum Iowa II XP_666448 Cryptosporidium hominis TU502 EAK88221 Cryptosporidium parvum EAL36214 Cryptosporidium hominis actin depolymerizing factor, transcripts identified by EST/actin depolymerizing factor-related /ac
35

AT3G46010 = NP_190187 Q39250 1F7S AAB03696 AAC72407 CAB88325 AAK59658 AAL33770 AAM63066 ADF1 (ACTIN DEPOLYMERIZING FACTOR 1)/ADF1_ARATH Actin-depolymerizing factor 1 (ADF-1) (AtADF1) /A Chain A, Crystal Structure Of Adf1 From Arabidopsis Thaliana/ac
AAD09110 Arabidopsis thaliana actin depolymerizing factor 4

AT5G59890 = NP_851228 NP_568916 Q9ZSK3 BAB08357 AAK91473 AAL90997 AAM61326 ADF4 (ACTIN DEPOLYMERIZING FACTOR 4); actin binding/ADF4 (ACTIN DEPOLYMERIZING FACTOR 4); actin binding /ADF4_ARATH Actin-depolymerizing factor 4 (ADF-4) (AtADF4)/actin depol97
100

AT3G45990 = NP_190185 CAB82823 actin binding/actin depolymerising like protein
AT3G46000 = NP_566882 Q39251 T47540 AAB03697 CAB82824 AAK43859 AAK62370 AAL47369 AAN15696 ADF2 (ACTIN DEPOLYMERIZING FACTOR 2); actin binding/ADF2_ARATH Actin-depolymerizing factor 2 (ADF-2) (AtADF2) /T47540 actin depolymerizing factor 2 - Arabidops82

41

XP_475079 Oryza sativa (japonica cultivar-group) putative actin-depolymerizing factor 1 (adf 1)
AAR23800 Helianthus annuus putative actin-depolymerizing factor 230

AT5G59880 = NP_851227 Q9ZSK4 AAD09109 BAB08356 AAK25879 AAK91351 AAL07194 AAM16189 AAM63276 ADF3 (ACTIN DEPOLYMERIZING FACTOR 3); actin binding/ADF3_ARATH Actin-depolymerizing factor 3 (ADF 3) (AtADF3)/actin depolymerizing factor 3 /actin depolymeri9

11

ABC49719 Arachis hypogaea actin depolymerizing factor-like protein
ABD63906 Gossypium hirsutum actin depolymerizing factor 227

AAY88048 Gossypium hirsutum actin depolymerizing factor20

Q9FVI1 Petunia x hybrida AAG16974 AAK72616 ADF2_PETHY Actin-depolymerizing factor 2 (ADF 2)/actin-depolymerizing factor 2 /actin-depolymerizing factor 2
Q9FVI2 Petunia x hybrida AAG16973 AAK72617 ADF1_PETHY Actin-depolymerizing factor 1 (ADF 1)/actin-depolymerizing factor 1 /actin-depolymerizing factor 122

24

52

AT5G52360 = NP_568769 BAB10533 AAM61402 actin binding/actin depolymerizing factor-like /actin depolymerizing factor-like
AT4G25590 = NP_194289 CAA18167 CAB81369 AAQ65136 BAD43856 actin binding/actin depolymerizing factor-like protein /actin depolymerizing factor-like protein /At4g25590 /actin depolymerizing factor - like protein69
AAL91666 Nicotiana tabacum pollen specific actin-depolymerizing factor 1

AAL91667 Nicotiana tabacum pollen specific actin-depolymerizing factor 238
82

AT4G00680 = NP_567182 AAC13618 CAB80877 AAM63658 ABD60702 actin binding/Similar to actin binding protein; F6N23.12 /putative actin-depolymerizing factor /putative actin-depolymerizing factor /At4g00680
AT1G01750 = NP_171680 Q9LQ81 AAF78408 AAL62402 AAM65844 AAN65137 actin binding/ADFX_ARATH Actin-depolymerizing factor-like At1g01750 (ADF-like) /Contains similarity to actin depolymerizing factor 4 from Arabidopsis thaliana gb|AF102822. It contains84

40

Q43694 Zea mays CAA66310 ADF2_MAIZE Actin-depolymerizing factor 2 (ADF 2) (ZmABP2) (ZmADF2)/actin depolymerizing factor
P46251 Zea mays CAA56786 ADF1_MAIZE Actin-depolymerizing factor 1 (ADF 1) (ZmABP1) (ZmADF1)/actin-depolymerizing factor99
XP_478113 Oryza sativa (japonica cultivar-group) BAC16183 putative actin-depolymerizing factor 2/putative actin-depolymerizing factor 298

P30175 Lilium longiflorum CAA78483 ADF_LILLO Actin-depolymerizing factor (ADF)/actin depolymerizing factor
AAT42170 Sorghum bicolor putative actin depolymerizing factor

XP_473455 Oryza sativa (japonica cultivar-group) CAE01864 OSJNBb0012E24.5/OSJNBb0012E24.597
BAD27692 Oryza sativa (japonica cultivar-group) putative actin-depolymerizing factor55

83

28

36

28

Ppa_ADF1_1_1
AT4G34970 = NP_195223 CAA17762 CAB80214 actin binding/actin depolymerizing factor-like protein /actin depolymerizing factor-like protein
AT2G16700 = NP_565390 Q9ZNT3 B84543 AAD09111 AAD09113 AAK26012 AAK93742 AAD24603 AAM63761 ADF5 (ACTIN DEPOLYMERIZING FACTOR 5); actin binding/ADF5_ARATH Actin-depolymerizing factor 5 (ADF-5) (AtADF5)/B84543 actin depolymerizing factor 5 /actin depol100

ABA99516 Oryza sativa (japonica cultivar-group) Cofilin/tropomyosin-type actin-binding protein
NP_909882 Oryza sativa (japonica cultivar-group) AAK09235 putative actin-depolymerizing factor/putative actin-depolymerizing factor

AAM63510 Arabidopsis thaliana Actin-depolymerizing factor ADF-6
AT2G31200 = NP_565719 Q9ZSK2 G84717 AAD09112 AAF01035 AAK49596 AAL15349 AAD20665 ADF6 (ACTIN DEPOLYMERIZING FACTOR 6); actin binding/ADF6_ARATH Actin-depolymerizing factor 6 (ADF-6) (AtADF6)/G84717 actin depolymerizing factor 6 /actin depolymerizing100

63
42

XP_477589 Oryza sativa (japonica cultivar-group) BAC84792 putative actin depolymerizing factor/putative actin depolymerizing factor
NP_922379 Oryza sativa (japonica cultivar-group) AAG13444 AAM92296 ABB47897 putative actin depolymerizing factor/putative actin depolymerizing factor /putative actin depolymerizing factor /actin depolymerizing factor, putative100

BAC23034 Solanum tuberosum actin depolymerizing factor 6
AAF60173 Elaeis guineensis actin depolymerizing factor28
Q8SAG3 Vitis vinifera AAL79826 ADF_VITVI Actin-depolymerizing factor (ADF)/actin depolymerizing factor13

AAD23407 Populus alba x Populus tremula actin depolymerizing factor
6

31

84

62

Smo_ADF1_1_1 Smo_ADF1_2_1 (Smo Contig1 and contig2 are possibly allelic.)

51

Smo_ADF1_5_2 Smo_ADF1_3_2

35

53

54

Q41764 Zea mays CAA66311 ADF3_MAIZE Actin-depolymerizing factor 3 (ADF 3) (ZmABP3) (ZmADF3)/actin depolymerizing factor
XP_470138 Oryza sativa (japonica cultivar-group) AAO65864 putative actin depolymerizing factor/putative actin depolymerizing factor99

45

AAG28460 Lophopyrum elongatum AAG28490 actin depolymerization factor-like protein/actin depolymerization factor-like protein
AAC49404 Triticum aestivum WCOR719100

XP_470137 Oryza sativa (japonica cultivar-group) AAO65861 putative actin-binding protein/putative actin-binding protein100

69

gnl|CMER|CMN147C_actin_depolymerizing_factor
XP_639118 Dictyostelium discoideum AX4 EAL65760 Dictyostelium discoideum hypothetical protein DDB0185473/hypothetical protein DDB0185473

XP_642259 Dictyostelium discoideum AX4 XP_629776 P54706 Dictyostelium discoideum BAA07198 BAA07199 EAL61341 EAL68089 cofilin/cofilin /COFI_DICDI Cofilin /cofilin /cofilin /cofilin /cofilin5
XP_643910 Dictyostelium discoideum AX4 AAO51880 Dictyostelium discoideum EAL70187 hypothetical protein DDB0167903/hypothetical protein /hypothetical protein DDB0167903

XP_645025 Dictyostelium discoideum AX4 XP_644388 BAB62414 Dictyostelium discoideum AAO51299 EAL70463 EAL70921 cofilin-2/hypothetical protein DDB0217442 /cofilin-2 /hypothetical protein /hypothetical protein DDB0217442 /cofilin-2
XP_645026 Dictyostelium discoideum AX4 XP_644387 AAO51300 Dictyostelium discoideum EAL70462 EAL70960 hypothetical protein DDB0167958/hypothetical protein DDB0217441 /hypothetical protein /hypothetical protein DDB0217441 /hypothetical protein DDB01699

64

AAM94015 Griffithsia japonica acin depolymerizing factor 2
17

NP_011594 Saccharomyces cerevisiae P53250 CAA97082 Twinfilin, highly conserved actin monomer-sequestering protein involved in regulation of the cortical actin cytoskeleton, composed of two cofilin-like regions, localizes actin monomers to sites of ra
NP_588449 Schizosaccharomyces pombe 972h- CAA22475 Schizosaccharomyces pombe hypothetical protein SPCC126.06/SPCC126.0648

NP_510669 Caenorhabditis elegans AAA93345 F38E9.5/Hypothetical protein F38E9.5
CAE69968 Caenorhabditis briggsae Hypothetical protein CBG16364100

XP_310246 Anopheles gambiae str. PEST XP_310245 EAA06061 EAA06058 ENSANGP00000015237/ENSANGP00000015259 /ENSANGP00000015259 /ENSANGP00000015237
NP_650338 Drosophila melanogaster AAF55022 AAL39758 CAD22537 twinfilin CG3172-PA/CG3172-PA /LD37470p /twinfilin

EAL27831 Drosophila pseudoobscura GA16421-PA81
73

XP_393653 Apis mellifera PREDICTED: similar to CG3172-PA
63

37

NP_956019 Danio rerio AAH58050 AAH67628 PTK9 protein tyrosine kinase 9/PTK9 protein tyrosine kinase 9 /PTK9 protein tyrosine kinase 9
NP_001002304 Danio rerio AAH74070 hypothetical protein LOC432375/Hypothetical protein LOC432375

NP_001025760 Gallus gallus CAG31208 twinfilin-like protein/hypothetical protein
AAH44672 Xenopus laevis Ptk9l-prov protein
CAJ82578 Xenopus tropicalis PTK9L protein tyrosine kinase 9-like (A6-related protein)43

AAH82477 Xenopus laevis MGC84569 protein89

NP_036006 Mus musculus CAB38083 BAB22293 AAH03338 BAC39101 BAC39867 AAP31405 BAE39103 BAE34246 BAE33117 BAE41799 twinfilin-like protein/A6 related protein /unnamed protein product /Twinfilin-like protein /unnamed protein product /unnamed protein prod
XP_591897 Bos taurus PREDICTED: similar to twinfilin-like protein isoform 1

CAH89486 Pongo pygmaeus hypothetical protein
NP_009215 Homo sapiens XP_516502 Pan troglodytes CAB38055 Homo sapiens CAB66707 AAH00327 AAH03161 AAH16452 AAQ13513 CAG38551 AAY18888 synthetic construct twinfilin-like protein/PREDICTED: similar to twinfilin-like protein; protein tyrosine kina54
CAG33013 Homo sapiens PTK9L24

XP_859685 Canis familiaris XP_541856 PREDICTED: similar to twinfilin-like protein isoform 5/PREDICTED: similar to twinfilin-like protein isoform 1
42
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NP_001018486 Danio rerio AAH95669 hypothetical protein LOC553677/Hypothetical protein LOC553677
CAG07005 Tetraodon nigroviridis unnamed protein product

NP_001009897 Danio rerio AAH74077 hypothetical protein LOC321614 isoform 1/Hypothetical protein LOC321614, isoform 158
45

49

31

14

NP_001011469 Xenopus tropicalis AAH88597 PTK9L protein tyrosine kinase 9-like (A6-related protein)/PTK9L protein tyrosine kinase 9-like (A6-related protein)
AAH79994 Xenopus laevis MGC81683 protein98

XP_913278 Mus musculus XP_133608 PREDICTED: similar to twinfilin/PREDICTED: similar to twinfilin
CAG46561 Homo sapiens PTK930

Q91YR1 Mus musculus AAH15081 TWF1_MOUSE Twinfilin-1 (A6 protein) (Protein tyrosine kinase 9)/Twinfilin12

NP_002813 Homo sapiens XP_509010 Pan troglodytes Q12792 Homo sapiens AAC50062 AAQ02585 synthetic construct AAH68548 Homo sapiens CAG46536 AAH43148 AAV38496 synthetic construct AAV38497 Homo sapiens CAH92228 Pongo pygmaeus AAX36382 synth
6

XP_543726 Canis familiaris XP_864323 XP_864346 XP_851762 PREDICTED: similar to twinfilin isoform 1 isoform 1/PREDICTED: similar to twinfilin isoform 1 isoform 3 /PREDICTED: similar to twinfilin isoform 1 isoform 4 /PREDICTED: similar to twinfilin iso
16

NP_001020491 Bos taurus AAW82139 protein tyrosine kinase 9/PTK9 protein tyrosine kinase 9
4

NP_032997 Mus musculus 1M4J 1M4J AAB66592 AAP31404 AAH94034 BAE29908 BAE28272 twinfilin/A Chain A, Crystal Structure Of The N-Terminal Adf-H Domain Of Mouse Twinfilin Isoform-1/B Chain B, Crystal Structure Of The N-Terminal Adf-H Domain Of Mouse Twin
NP_001008521 Rattus norvegicus AAH86536 protein tyrosine kinase 9/Protein tyrosine kinase 97

90
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NP_001025910 Gallus gallus CAG31360 twinfilin/hypothetical protein

48

CAG08650 Tetraodon nigroviridis unnamed protein product

50

87

67

AAH45044 Xenopus laevis MGC53245 protein
CAG09506 Tetraodon nigroviridis unnamed protein product

NP_998804 Danio rerio AAH49463 AAQ97756 non-muscle cofilin 1/Cfl1 protein /non-muscle cofilin 1
P45593 Xenopus laevis BAA07461 AAB00539 AAH43803 COF1B_XENLA Cofilin-1-B/cofilin /cofilin 2 /Xac2 protein
NP_998878 Xenopus tropicalis Q6NX11 AAH67328 CAJ82443 cofilin 1/COF1_XENTR Cofilin-1/Cofilin 1 /cofilin 1 (non-muscle)45

P45695 Xenopus laevis AAB00540 AAH44691 COF1A_XENLA Cofilin-1-A/cofilin 1/Xac1 protein99

XP_522065 Pan troglodytes NP_005498 Homo sapiens XP_533231 Canis familiaris 1Q8X Homo sapiens 1Q8G P23528 BAA00589 AAA64501 CAA64685 AAH11005 AAH12265 AAH12318 AAH18256 AAP35492 AAP36202 synthetic construct AAX41853 AAX43453 PREDICTED: simila
NP_058843 Rattus norvegicus P45592 CAA44694 AAH59143 AAH86533 cofilin 1/COF1_RAT Cofilin-1 (Cofilin, non-muscle isoform)/cofilin /Cofilin 1 /Cofilin 1
XP_890553 Mus musculus NP_031713 XP_901301 P18760 BAA00364 BAB29074 BAC34363 BAC40467 BAC40575 AAH58726 AAH46225 AAH94357 BAE39825 PREDICTED: similar to Cofilin-1 (Cofilin, non-muscle isoform) isoform 1/cofilin 1, non-muscle /PREDICTED: similar to Co

XP_851281 Canis familiaris PREDICTED: similar to Cofilin-1 (Cofilin, non-muscle isoform) (18 kDa phosphoprotein) (p18)
BAE91659 Macaca fascicularis unnamed protein product
BAB32114 Mus musculus unnamed protein product14

NP_001009484 Ovis aries NP_001015655 Bos taurus NP_001004043 Sus scrofa Q4R5C0 Macaca fascicularis Q6B7M7 Ovis aries P10668 Sus scrofa Q5E9F7 Bos taurus AAA31020 Sus scrofa AAT77679 Ovis aries AAX08980 Bos taurus BAE01705 Macaca fas21
21
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NP_991263 Danio rerio AAH65947 cofilin 2 (muscle)/Cofilin 2 (muscle)
NP_001004406 Gallus gallus B35703 P21566 1TVJ AAA62732 cofilin 2 (muscle)/B35703 cofilin - chicken /COF2_CHICK Cofilin-2 (Cofilin, muscle isoform) /A Chain A, Solution Structure Of Chick Cofilin/cofilin
XP_586471 Bos taurus XP_509898 Pan troglodytes NP_031714 Mus musculus NP_068733 Homo sapiens XP_345675 Rattus norvegicus NP_619579 Homo sapiens XP_547771 Canis familiaris NP_001020386 Sus scrofa Q5G6V9 Q9Y281 Homo sapiens P45591 Mus m74

60

NP_001011156 Xenopus tropicalis Q5U4Y2 AAH84909 cofilin 2/COF2_XENTR Cofilin-2/Cofilin 2
Q5XHH8 Xenopus laevis AAH84079 COF2_XENLA Cofilin-2/LOC494995 protein99

58

CAF89628 Tetraodon nigroviridis unnamed protein product
64

CAG09787 Tetraodon nigroviridis unnamed protein product
29

77

AAT68225 Gekko japonicus AAT85558 GekBS022P/BS007P
CAG31352 Gallus gallus hypothetical protein55
NP_990859 Gallus gallus P18359 AAA48573 AAA48575 destrin/DEST_CHICK Destrin (Actin-depolymerizing factor) (ADF) /depolymerizing factor/actin depolymerizing factor44

XP_215862 Rattus norvegicus PREDICTED: similar to sid23p
Q7M0E3 Rattus norvegicus DEST_RAT Destrin (Actin-depolymerizing factor) (ADF)

NP_062745 Mus musculus NP_001028838 Rattus norvegicus Q9R0P5 Mus musculus BAA84691 BAC37447 CAJ18424 destrin/destrin /DEST_MOUSE Destrin (Actin-depolymerizing factor) (ADF) (Sid 23) /sid23p /unnamed protein product /Dstn73
52

XP_534337 Canis familiaris NP_006861 Homo sapiens XP_514526 Pan troglodytes NP_001004031 Sus scrofa NP_001015586 Bos taurus P60982 Sus scrofa 1AK7 1AK6 P60981 Homo sapiens BAA14105 Sus scrofa AAB28361 Homo sapiens CAC10585 AAH09477 CAG
47
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11845_Cre BAD44754 Chlamydomonas reinhardtii NSG11 protein

0

1AHQ Acanthamoeba castellanii P37167 1CNU Acanthamoeba polyphaga AAA02909 Acanthamoeba castellanii Recombinant Actophorin/ACTP_ACACA Actophorin /A Chain A, Phosphorylated Actophorin From Acantamoeba Polyphaga/actophorin

0

1

XP_651689 Entamoeba histolytica HM-1:IMSS EAL46302 actophorin/actophorin, putative
NP_573321 Drosophila melanogaster AAF48877 CG6873-PA/CG6873-PA

AAU84921 Toxoptera citricida ABD76374 Acyrthosiphon pisum putative cofilin/actin depolymerizing factor-like /putative cofilin/actin depolymerizing factor-like protein
XP_307422 Anopheles gambiae str. PEST XP_307421 XP_320468 XP_552148 EAA03029 EAA00334 EAA45710 EAL38771 ENSANGP00000023741/ENSANGP00000012938 /ENSANGP00000023756 /ENSANGP00000026391 /ENSANGP00000012938 /ENSANGP00000023756 /ENSANGP00000023741 /ENSANGP
EAL25463 Drosophila pseudoobscura GA18060-PA
NP_477034 Drosophila melanogaster P45594 AAA19856 AAC46962 AAC46963 AAF47146 AAR09835 Drosophila yakuba twinstar CG4254-PA/CADF_DROME Cofilin/actin-depolymerizing factor homolog (Protein D61) (Protein twinstar) /cofilin/actin depolymerizing factor51
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EAQ83829 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_10233
AAU06199 Monacrosporium haptotylum cofilin-like protein45

XP_780054 Strongylocentrotus purpuratus PREDICTED: similar to Cofilin-2 (Cofilin, muscle isoform)
AAZ57196 Aplysia kurodai cofilin16

NP_503427 Caenorhabditis elegans T33952 Q07749 AAC14457 AAL02463 UNCoordinated family member (unc-60)/T33952 actin depolymerizing factor homolog unc-60 - Caenorhabditis elegans/ADF2_CAEEL Actin-depolymerizing factor 2 (Uncoordinated protein 60) /This
CAE62476 Caenorhabditis briggsae Hypothetical protein CBG06573100

NP_503426 Caenorhabditis elegans NP_503425 Q07750 AAC14458 AAL02461 AAL02462 UNCoordinated family member (unc-60)/UNCoordinated family member (unc-60) /ADF1_CAEEL Actin-depolymerizing factor 1 (Uncoordinated protein 60) /putative. cofilin/destrin hom
CAE62475 Caenorhabditis briggsae Hypothetical protein CBG06572100

57

EAL31435 Drosophila pseudoobscura GA19933-PA
NP_573323 Drosophila melanogaster NP_728196 AAF48881 AAN09475 CG6891-PA, isoform A/CG6891-PB, isoform B /CG6891-PA, isoform A /CG6891-PB, isoform B99

XP_316866 Anopheles gambiae str. PEST EAA12148 ENSANGP00000017848/ENSANGP00000017848100

CAA36075 Saccharomyces cerevisiae unnamed protein product
NP_010012 Saccharomyces cerevisiae 1HQZ 1HQZ 1HQZ 1HQZ 1HQZ 1HQZ P15891 1HQZ 1HQZ 1HQZ CAA42253 Actin-binding protein of the cortical actin cytoskeleton, important for activation of the Arp2/3 complex that plays a key role actin in cytoskeleton organ97
P38479 Kazachstania exigua CAA52156 ABP1_SACEX Actin-binding protein/actin binding protein100

XP_462350 Debaryomyces hansenii CBS767 CAG90857 hypothetical protein DEHA0G19811g/unnamed protein product
XP_720452 Candida albicans SC5314 XP_720222 EAL01370 EAL01609 hypothetical protein CaO19_2699/hypothetical protein CaO19_10214 /hypothetical protein CaO19.10214 /hypothetical protein CaO19.269994
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Smo_ADF1719713158_1(pt1) -->
(probable contamination of fungal DNA)

Smo_ADF1719876420_1(pt1) -->
(probable contamination of DNA)

Contig4 and Contig6
have high similarity to Smo_ADF1_1_1, but a tree
including them was not constructed because of their
short length. 

No AGI code

No AGI code

Os10g0521100

Os07g0297500


