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Ppa_AtFH18fh2_7_1
Ppa_AtFH18fh2_17_1100

NP_919611 Oryza sativa (japonica cultivar-group) AAL31655 Oryza sativa AAM08709 Oryza sativa (japonica cultivar-group) AAP51898 unknown protein/Unknown protein /Unknown protein /transposon protein, putative, CACTA, En/Spm sub-class
AT1G31810 = NP_174461 AAG50715 DNA binding/DNA-directed RNA polymerase/actin binding /unknown protein37

56

Smo_AtFH18fh2_30_1 Smo_AtFH18fh2_7_1
Smo_AtFH18fh2_20_1100

19

AT5G58160 = NP_200624 BAA96907 actin binding/unnamed protein product
XP_468248 Oryza sativa (japonica cultivar-group) BAD19266 diaphanous homologue-like/diaphanous homologue-like
AT3G32400 = NP_189774 actin binding

AT2G25050 = NP_180077 actin binding100
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XP_481245 Oryza sativa (japonica cultivar-group) BAC99403 BAC99532 putative diaphanous 1/putative diaphanous 1 /putative diaphanous 1
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XP_471280 Oryza sativa (japonica cultivar-group) CAD39927 OSJNBa0091C12.5/OSJNBa0091C12.5
XP_478998 Oryza sativa (japonica cultivar-group) BAC55695 putative diaphanous homologue/putative diaphanous homologue61

70

AT5G07770 = NP_196394 actin binding
AT5G07760 = NP_196393 BAB11455 actin binding/unnamed protein product

AT5G07650 = NP_196382 BAB11443 actin binding/unnamed protein product79
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XP_757288 Ustilago maydis 521 EAK81700 hypothetical protein UM01141.1/hypothetical protein UM01141.1
AAM48468 Drosophila melanogaster RH61354p

XP_865040 Canis familiaris PREDICTED: similar to dishevelled-associated activator of morphogenesis 1 isoform 5
XP_788329 Strongylocentrotus purpuratus PREDICTED: similar to Disheveled associated activator of morphogenesis 181
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