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NP_587785 Schizosaccharomyces pombe 972h- Q09933 Schizosaccharomyces pombe BAA09505 CAA19278 hypothetical protein SPCC736.14/DIS1_SCHPO Phosphoprotein p93 /p93dis1 /SPCC736.14
EAR97553 Tetrahymena thermophila SB210 hypothetical protein TTHERM_00439010

AT2G35630 = NP_565811 AAK59871 AAM94170 MOR1 (MICROTUBULE ORGANIZATION 1)/microtubule organization 1 protein /MOR1/GEM1
BAB88648 Nicotiana tabacum microtubule bundling polypeptide TMBP20043

BAD82707 Oryza sativa (japonica cultivar-group) BAD82281 putative microtubule bundling polypeptide TMBP200/putative microtubule bundling polypeptide TMBP20042
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XP_616757 Bos taurus PREDICTED: similar to colonic and hepatic tumor over-expressed protein isoform a, partial
XP_861459 Canis familiaris XP_861547 XP_850474 XP_533193 XP_861490 PREDICTED: similar to colonic and hepatic tumor over-expressed protein isoform b isoform 4/PREDICTED: similar to colonic and hepatic tumor over-expressed protein isoform a isoform 6 /60
NP_055571 Homo sapiens NP_001008938 Q14008 CAA63212 BAA07892 AAI11044 colonic and hepatic tumor over-expressed protein isoform b/colonic and hepatic tumor over-expressed protein isoform a /CKAP5_HUMAN Cytoskeleton-associated protein 5 (Colonic and he82

BAB29779 Mus musculus unnamed protein product
NP_083713 Mus musculus AAH96422 cytoskeleton associated protein 5/Cytoskeleton associated protein 5100

81

XP_421115 Gallus gallus PREDICTED: similar to KIAA0097 gene product; colonic and hepatic tumor over-expressed
54

CAF93042 Tetraodon nigroviridis unnamed protein product
CAB61894 Xenopus laevis Microtubule Associated Protein 215 kDa (XMAP215)
AAG34914 Xenopus laevis AAG34915 microtubule associated protein XMAP215 isoform M/microtubule associated protein XMAP215 isoform Z100
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XP_392874 Apis mellifera PREDICTED: similar to ENSANGP00000025516
NP_732105 Drosophila melanogaster CAB55772 AAF55269 AAY84896 mini spindles CG5000-PA/microtubule associated protein /CG5000-PA /LP04448p
EAL28867 Drosophila pseudoobscura GA18583-PA100

XP_309487 Anopheles gambiae str. PEST XP_564359 EAA05144 EAL41591 ENSANGP00000021996/ENSANGP00000025516 /ENSANGP00000021996 /ENSANGP0000002551696
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CAB56504 Dictyostelium discoideum microtubule-associated protein CP224
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EAL19635 Cryptococcus neoformans var. neoformans B-3501A hypothetical protein CNBG2630
XP_762475 Ustilago maydis 521 EAK82957 hypothetical protein UM06328.1/hypothetical protein UM06328.169
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CAC43454 Pneumocystis carinii probable microtubule associated protein
XP_711309 Candida albicans SC5314 EAK92077 hypothetical protein CaO19.6610/hypothetical protein CaO19.6610

XP_461852 Debaryomyces hansenii CBS767 CAG90313 hypothetical protein DEHA0G07645g/unnamed protein product81
NP_588048 Schizosaccharomyces pombe 972h- O94534 Schizosaccharomyces pombe CAA22843 BAA84527 hypothetical protein SPCC895.07/ALP14_SCHPO Spindle pole body component alp14 (Altered polarity protein 14) /SPCC895.07 /Alp1433

XP_504504 Yarrowia lipolytica CLIB122 CAG80107 hypothetical protein/unnamed protein product
XP_663125 Aspergillus nidulans FGSC A4 EAA62681 hypothetical protein AN5521.2/hypothetical protein AN5521.2

BAE57601 Aspergillus oryzae unnamed protein product
XP_751176 Aspergillus fumigatus Af293 EAL89138 spindle pole body component/spindle pole body component, putative82
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XP_390704 Gibberella zeae PH-1 EAA69800 hypothetical protein FG10528.1/hypothetical protein FG10528.1
XP_956946 Neurospora crassa N150 XP_323888 Neurospora crassa EAA27710 hypothetical protein/hypothetical protein /hypothetical protein73

100

22

13

11

8

CAE57635 Caenorhabditis briggsae Hypothetical protein CBG00620
NP_495784 Caenorhabditis elegans AAC17865 CAA90359 ZYGote defective: embryonic lethal family member (zyg-9)/ZYG-9 /Hypothetical protein F22B5.7100
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