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AAD04946 Pinus radiata PrMC3
AAN77692 Vitis vinifera putative serine hydrolase77

XP_482926 Oryza sativa (japonica cultivar-group) BAD09344 putative PrMC3/putative PrMC3
XP_482924 Oryza sativa (japonica cultivar-group) BAD09342 putative PrMC3/putative PrMC3

BAD38539 Oryza sativa (japonica cultivar-group) putative PrMC3
XP_482927 Oryza sativa (japonica cultivar-group) BAD09345 putative PrMC3/putative PrMC361
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BAD38546 Oryza sativa (japonica cultivar-group) putative PrMC3
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BAD38543 Oryza sativa (japonica cultivar-group) putative PrMC3
BAD38290 Oryza sativa (japonica cultivar-group) BAD38463 putative PrMC3/putative PrMC3
BAD38282 Oryza sativa (japonica cultivar-group) BAD38455 putative PrMC3/putative PrMC3100
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BAD38531 Oryza sativa (japonica cultivar-group) putative PrMC3
BAD38532 Oryza sativa (japonica cultivar-group) putative PrMC397

BAD38537 Oryza sativa (japonica cultivar-group) putative PrMC369
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AT1G47480 = NP_564507 AAD46039 catalytic/Similar to gb|X77136 HSR203J protein from Nicotiana tabacum and is a member of the PF|00135 Carboxylesterase family. ESTs gb|Z25688 and gb|F14025 come from this gene.
AAM61103 Arabidopsis thaliana unknown100

AT3G48690 = NP_190438 CAB62358 AAL57633 AAT70488 catalytic/putative protein /AT3g48690/T8P19_200 /At3g48690
AT3G48700 = NP_190439 CAB62359 BAC43544 AAO63845 catalytic/putative protein /unknown protein /unknown protein74

AT2G03550 = NP_178453 AAD17422 AAO41964 AAT70485 catalytic/putative esterase /putative esterase /At2g0355094

AAM61628 Arabidopsis thaliana putative esterase
AT1G49650 = NP_564550 AAG13051 catalytic/Hypothetical protein100
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ABD33408 Medicago truncatula Esterase/lipase/thioesterase
BAD80839 Glycyrrhiza echinata 2-Hydroxyisoflavanone dehydratase98
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NP_915211 Oryza sativa (japonica cultivar-group) BAB90534 BAD82777 B1065G12.16/B1065G12.16 /putative PrMC3
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AT2G45600 = NP_566047 AAC06164 AAL24249 AAV97800 catalytic/expressed protein /At2g45600/F17K2.13 /At2g45600
AT5G62180 = NP_201024 BAA97182 catalytic/HSR203J protein-like protein90
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AT5G16080 = NP_197112 CAC01807 AAK44142 AAM44955 catalytic/putative protein /unknown protein /unknown protein
AAM65164 Arabidopsis thaliana unknown100

AT1G68620 = NP_564936 AAD49980 AAK43966 AAK59842 AAL15199 catalytic/Similar to gb|AF110333 PrMC3 protein from Pinus radiata and is a member of PF|00135 Carboxylesterases family. EST gb|N37841 comes from this gene. /unknown protein /At1g68620/F24J5_84

BAA85654 Pisum sativum hsr203J homolog
BAC15624 Nicotiana tabacum hsr203J99
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ZP_01191133 Mycobacterium flavescens PYR-GCK EAS13427 Esterase/lipase/thioesterase /Esterase/lipase/thioesterase
40

XP_469930 Oryza sativa (japonica cultivar-group) AAO24912 putative esterase/putative esterase
NP_911311 Oryza sativa (japonica cultivar-group) XP_506174 BAC15966 BAD30765 putative pepper esterase/PREDICTED OJ1714_H10.153 gene product /putative pepper esterase /putative pepper esterase44

NP_911314 Oryza sativa (japonica cultivar-group) BAC20768 putative cell death associated protein/putative cell death associated protein
NP_911310 Oryza sativa (japonica cultivar-group) XP_507352 XP_506173 BAC15965 BAD30764 putative cell death associated protein/PREDICTED OJ1714_H10.152 gene product /PREDICTED OJ1714_H10.152 gene product /putative cell death associated protein /putati17
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NP_909302 Oryza sativa (japonica cultivar-group) BAB44059 putative PrMC3/putative PrMC3
NP_909313 Oryza sativa (japonica cultivar-group) BAB44070 BAB64639 putative PrMC3/putative PrMC3 /putative PrMC373
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NP_911312 Oryza sativa (japonica cultivar-group) BAC20766 putative cell death associated protein/putative cell death associated protein
AT5G06570 = NP_196275 NP_850782 BAB11406 BAC43180 AAP37709 catalytic/catalytic /unnamed protein product /unknown protein /At5g0657046

31

NP_911308 Oryza sativa (japonica cultivar-group) BAC15963 BAD30762 putative cell death associated protein/putative cell death associated protein /putative cell death associated protein
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BAD31145 Oryza sativa (japonica cultivar-group) BAD32024 putative PrMC3/putative PrMC3
XP_478476 Oryza sativa (japonica cultivar-group) BAC83823 putative PrMC3/putative PrMC322
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AAX92879 Oryza sativa (japonica cultivar-group) AAX95887 ABA92266 hypothetical protein/hypothetical protein LOC_Os11g13570 /hypothetical protein LOC_Os11g13570
AAX95878 Oryza sativa (japonica cultivar-group) ABA92313 expressed protein/expressed protein

AAX95882 Oryza sativa (japonica cultivar-group) ABA92309 hypothetical protein LOC_Os11g13630/hypothetical protein LOC_Os11g13630100
100

NP_913732 Oryza sativa (japonica cultivar-group) BAC19939 putative esterase/putative esterase
BAD62403 Oryza sativa (japonica cultivar-group) putative esterase

NP_913733 Oryza sativa (japonica cultivar-group) BAC19940 putative esterase/putative esterase100
73

NP_913727 Oryza sativa (japonica cultivar-group) BAC19935 putative esterase/putative esterase
XP_479313 Oryza sativa (japonica cultivar-group) BAC16489 BAD30258 carboxylesterase-like protein/carboxylesterase-like protein /carboxylesterase-like protein92

XP_479314 Oryza sativa (japonica cultivar-group) BAC83026 putative esterase/putative esterase55
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AT5G23530 = NP_197744 BAA97248 AAM67089 catalytic/unnamed protein product /unknown
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AT5G27320 = NP_198084 Q940G6 AAK96844 AAM91129 catalytic/GI1L3_ARATH Probable gibberellin receptor GID1L3 (GID1-like protein 3)/Unknown protein /unknown protein
AT3G05120 = NP_187163 Q9MAA7 AAF27018 AAM96971 AAO00965 catalytic/GI1L1_ARATH Probable gibberellin receptor GID1L1 (GID1-like protein 1)/unknown protein /unknown protein /unknown protein96

AT3G63010 = NP_191860 Q9LYC1 CAB87746 catalytic/GI1L2_ARATH Probable gibberellin receptor GID1L2 (GID1-like protein 2) /putative protein100

XP_475216 Oryza sativa (japonica cultivar-group) Q6L545 Oryza sativa AAT38036 Oryza sativa (japonica cultivar-group) AAV59435 BAE45340 unknown protein/GID1_ORYSA Gibberellin receptor GID1 (Gibberellin-insensitive dwarf protein 1) (Protein GIBBERE
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