
AT5G20960 = NP_851049 NP_568407 Q7G193 BAA28624 AAO1 (ALDEHYDE OXIDASE 1)/AAO1 (ALDEHYDE OXIDASE 1) /ALDO1_ARATH Aldehyde oxidase 1 (AtAO-1) (AtAO1)/aldehyde oxidase
AT3G43600 = NP_189946 Q7G192 BAA28625 CAC05634 AAO2 (ALDEHYDE OXIDASE 2)/ALDO2_ARATH Aldehyde oxidase 2 (AtAO-2) (AtAO3)/aldehyde oxidase /aldehyde oxidase
AT2G27150 = NP_180283 Q7G9P4 AAD22498 AAO3 (ALDEHYDE OXIDASE 3)/ALDO3_ARATH Abscisic-aldehyde oxidase (Aldehyde oxidase 3) (AtAO-3) (AtAO4)/aldehyde oxidase

AT1G04580 = NP_563711 Q7G191 AAB80640 BAA90299 AAO4 (ALDEHYDE OXIDASE 4); aldehyde oxidase/electron transporter/iron ion binding /oxidoreductase /ALDO4_ARATH Aldehyde oxidase 4 (AtAO-4) (AtAO2)/Strong similarity to Lycopersicon aldehyde oxidase (gb|
AAG22607 Lycopersicon esculentum AAK52410 aldehyde oxidase/aldehyde oxidase TAO3

AAG22606 Lycopersicon esculentum AAK52409 aldehyde oxidase/aldehyde oxidase TAO2
BAA23227 Zea mays aldehyde oxidase-2

XP_469935 Oryza sativa (japonica cultivar-group) AAO24920 putative aldehyde oxidase/putative aldehyde oxidase
XP_469934 Oryza sativa (japonica cultivar-group) AAO24918 putative aldehyde oxidase/putative aldehyde oxidase
NP_919765 Oryza sativa (japonica cultivar-group) AAL70116 Oryza sativa AAP52052 Oryza sativa (japonica cultivar-group) putative aldehyde oxidase/Putative aldehyde oxidase /Aldehyde oxidase and xanthine dehydrogenase, molybdopterin binding domain,

XP_477481 Oryza sativa (japonica cultivar-group) BAC84232 putative aldehyde oxidase/putative aldehyde oxidase
XP_476717 Oryza sativa (japonica cultivar-group) BAC79746 putative aldehyde oxidase/putative aldehyde oxidase
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AAT81740 Oryza sativa (japonica cultivar-group) xanthine dehydrogenase, putative
1WYG Rattus norvegicus A Chain A, Crystal Structure Of A Rat Xanthine Dehydrogenase Triple Mutant (C535a, C992r And C1324s)
NP_058850 Rattus norvegicus P22985 AAA42349 xanthine dehydrogenase/XDH_RAT Xanthine dehydrogenase/oxidase /xanthine dehydrogenase
XP_579397 Rattus norvegicus PREDICTED: hypothetical protein XP_579397
BAE26022 Mus musculus unnamed protein product
NP_035853 Mus musculus xanthine dehydrogenase
Q00519 Mus musculus CAA52997 XDH_MOUSE Xanthine dehydrogenase/oxidase /xanthine dehydrogenase
CAA44705 Mus musculus xanthine dehydrogenase

AAD17937 Syncerus caffer xanthine:oxygen oxidoreductase
NP_776397 Bos taurus 1VDV 1N5X P80457 1VDV 1N5X 1FO4 1V97 1FO4 1V97 CAA58497 xanthine dehydrogenase/A Chain A, Bovine Milk Xanthine Dehydrogenase Y-700 Bound Form /B Chain B, Xanthine Dehydrogenase From Bovine Milk With Inhibitor Tei- 6720 Bound /XDH
AAD17938 Tragelaphus oryx xanthine:oxygen oxidoreductase

XP_540143 Canis familiaris XP_862631 XP_862539 XP_862684 XP_862565 XP_862658 PREDICTED: similar to Xanthine dehydrogenase/oxidase isoform 1 /PREDICTED: similar to Xanthine dehydrogenase/oxidase isoform 6 /PREDICTED: similar to Xanthine dehydrogenase/
NP_000370 Homo sapiens xanthine dehydrogenase
P47989 Homo sapiens AAB08399 BAA02013 AAY68219 XDH_HUMAN Xanthine dehydrogenase/oxidase /xanthine dehydrogenase/oxidase /xanthine dehydrogenase /xanthine dehydrogenase
AAA75287 Homo sapiens xanthine dehydrogenase

NP_001033781 Gallus gallus ABA43312 aldehyde oxidase 1/aldehyde oxidase 1
NP_076106 Mus musculus AAD51028 aldehyde oxidase structural homolog 2/aldehyde oxidase homolog-1
AAQ24538 Mus musculus aldehyde oxidase 1
AAQ24537 Mus musculus aldehyde oxidase 1

AAL36596 Mus musculus AOH1
ABA43314 Canis familiaris aldehyde oxidase 2
XP_545588 Canis familiaris PREDICTED: similar to aldehyde oxidase structural homolog 2

NP_001008523 Rattus norvegicus AAV68254 aldehyde oxidase 4/aldehyde oxidase 2
NP_001008522 Rattus norvegicus AAV68255 aldehyde oxidase 2/aldehyde oxidase 3

NP_001008419 Mus musculus AAV68256 AAO38750 aldehyde oxidase 3-like 1/aldehyde oxidase 3 /aldehyde oxidase-like protein 3
ABA43315 Canis familiaris aldehyde oxidase 3
XP_851079 Canis familiaris PREDICTED: similar to aldehyde oxidase 3-like 1

P80456 Oryctolagus cuniculus BAA81726 ADO_RABIT Aldehyde oxidase (Retinal oxidase)/retinal oxidase
Q9Z0U5 Rattus norvegicus AAD16999 ADO_RAT Aldehyde oxidase/liver aldehyde oxidase
NP_062236 Rattus norvegicus AAD17000 aldehyde oxidase 1/liver aldehyde oxidase

AAI05266 Bos taurus Aldehyde oxidase 1
NP_788841 Bos taurus P48034 CAA60701 aldehyde oxidase 1/ADO_BOVIN Aldehyde oxidase/aldehyde oxidase

XP_699030 Danio rerio PREDICTED: similar to xanthine dehydrogenase
AAK59699 Poecilia reticulata xanthine dehydrogenase

AAG47345 Ceratitis capitata xanthine dehydrogenase
NP_524337 Drosophila melanogaster P10351 AAF54895 AAQ62072 Transformation vector pICon AAT94522 Drosophila melanogaster rosy CG7642-PA/XDH_DROME Xanthine dehydrogenase (XD) (Protein rosy locus)/CG7642-PA /ROSY /GH05219p
CAA68409 Drosophila melanogaster xanthine dehydrogenase
AAQ17526 Drosophila simulans xanthine dehydrogenase
AAQ17527 Drosophila teissieri xanthine dehydrogenase
AAQ17528 Drosophila yakuba xanthine dehydrogenase
AAQ17530 Drosophila orena xanthine dehydrogenase
AAQ17529 Drosophila erecta xanthine dehydrogenase

AAQ17532 Drosophila mimetica xanthine dehydrogenase
AAQ17531 Drosophila eugracilis xanthine dehydrogenase

P91711 Drosophila subobscura CAA69405 XDH_DROSU Xanthine dehydrogenase (XD) (Protein rosy locus)/xanthine dehydrogenase
EAL27642 Drosophila pseudoobscura GA20500-PA
P22811 Drosophila pseudoobscura AAA29022 XDH_DROPS Xanthine dehydrogenase (XD) (Protein rosy locus)/xanthine dehydrogenase (Xdh)

BAA21640 Bombyx mori xanthine dehydrogenase
EAQ86823 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_08076

XP_751707 Aspergillus fumigatus Af293 EAL89669 xanthine dehydrogenase/xanthine dehydrogenase
Q12553 Emericella nidulans CAA58034 XDH_EMENI Xanthine dehydrogenase (Purine hydroxylase I)/xanthine dehydrogenase
XP_663217 Aspergillus nidulans FGSC A4 EAA62706 xanthine dehydrogenase/XDH_EMENI Xanthine dehydrogenase (Purine hydroxylase I)
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