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AT5G03730 = NP_850760 NP_195993 Q05609 AAA32779 AAA32780 CAB82938 CTR1 (CONSTITUTIVE TRIPLE RESPONSE 1); kinase/CTR1 (CONSTITUTIVE TRIPLE RESPONSE 1); kinase /CTR1_ARATH Serine/threonine-protein kinase CTR1 /protein kinase/protein kinase /SERINE/THR
3pAAY21209 Prunus persica serine/threonine protein kinase

AAV85951 Malus x domestica ser/thr protein kinase

AARB89821 Lycopersicon esculentum AAR89822 CTR1-like protein kinase/CTR1-like protein kinase

AAK40361 Rosa hybrid cultivar CTR1-like protein kinase

AARB89820 Lycopersicon esculentum AAR89823 CTR1-like protein kinase/CTR1-like protein kinase

BAD46666 Oryza sativa (japonica cultivar-group) BAD46244 putative serine/threonine-specific protein kinase /putative serine/threonine-specific protein kinase

XP_466052 Oryza sativa (japonica cultivar-group) BAD25412 BAD25594 putative CTR1-like protein kinase/putative CTR1-like protein kinase /putative CTR1-like protein kinase

AAD10056 Lycopersicon esculentum AAD10057 ethylene-inducible CTR1-like protein kinase; ethylene and fruit ripening inducible CTR1-like protein kinase; TCTR1/ethylene-inducible CTR1-like protein kinase; ethylene and fruit ripening inducible CTR1-like
AA73722 Lycopersicon esculentum AAD46406 AAL87456 putative protein kinase/ethylene-responsive protein kinase TCTR1 /ethylene-responsive protein kinase Le-CTR1

BAC80147 Delphinium 'MagicFountains dark blue' constitutive triple response 1-like protein kinase

96 AAL66190 Pyrus communis putative serine/threonine-specific protein kinase
r_|7_8_|:AT4G24480 = NP_194179 CAB45083 CAB79358 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /putative protein kinase /putative protein kinase

XP_473853 Oryza sativa (japonica cultivar-group) CAE03570 OSJNBa0085110.15/0SJNBa0085110.15
100 rSmo_CTR1_50_1
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LSmo_CTR1_192_1

ABB47657 Oryza sativa (japonica cultivar-group) expressed protein

AAG31142 Hordeum vulgare subsp. vulgare AAU89661 Triticum aestivum EDR1/EDR1

AAG31141 Oryza sativa (indica cultivar-group) AAN61142 Oryza sativa (japonica cultivar-group) EDR1/EDR1

AAK30005 Rosa hybrid cultivar CTR2 protein kinase

BADO02482 Delphinium 'MagicFountains dark blue' enhanced disease resistance 1

AT1G08720 = NP_563824 AAF99762 AAG31143 EDR1 (ENHANCED DISEASE RESISTANCE 1); kinase/F22013.20 /EDR1
CAC67797 Lycopersicon esculentum TCTR2 protein

AA06334 Lycopersicon esculentum TCTR2 protein

ABD76389 Medicago sativa mitogen-activated protein kinase

7

100

EAT5G1 1850 = NP_196746 CAA74591 CAB87658 AAL77650 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /MAP3K delta-1 protein kinase /MAP3K delta-1 protein kinase /AT5g11850/F14F18_20

XP_464691 Oryza sativa (japonica cultivar-group) BAD17616 putative MAP3K delta-1 protein kinase/putative MAP3K delta-1 protein kinase
Smo_CTR1_699_1

Smo_CTR1_369_2 Smo_CTR1_63_2
&|_—XP_467742 Oryza sativa (japonica cultivar-group) XP_467743 BAD16108 BAD 16109 putative MAP kinase kinase kinase/putative MAP kinase kinase kinase /putative MAP kinase kinase kinase /putative MAP kinase kinase kinase

BAD38153 Oryza sativa (japonica cultivar-group) putative CTR1-like kinase kinase kinase

AAP86285 Brassica juncea AAP86286 CTR1-like kinase kinase kinase/CTR1-like kinase kinase kinase
AT1G18160 = NP_173254 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase

97 IiAT1 G73660 = NP_177507 AAG52069 AAM20478 ATP binding/ice binding /kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /putative protein kinase; 24662-20191 /putative protein kinase

Smo_CTR1_149 1

Smo_CTR1_617_1

AT4G23050 = NP_849424 NP_567676 CAA19821 CAB79260 AAL07106 AAL32842 AAM48011 ATP binding/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase/signal transducer /ATP binding /protein kinase/protein serine/threonine kinase/protein-ty
1300_Cre

96

ABA95349 Oryza sativa (japonica cultivar-group) protein kinase, putative

6-AT3G06630 = NP_187315 AAG50998 AAG51330 ATP binding/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase/signal transducer/two-component sensor molecule /protein kinase, putative; 47231-50634 /protein kinase, putative; 12576-15979
il_CATSGOGMO = NP_187316 AAG50991 AAG51328 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase/signal transducer /protein kinase, putative; 42705-46677 /protein kinase, putative; 8050-11829

AT3G06620 = NP_187314 AAG51332 AAM13904 AAM67555 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase/signal transducer /protein kinase, putative; 19229-23534 /putative protein kinase /putative protein kinase
98 AT1G67890 = NP_564913 AAG52018 AAL24117 BAD94296 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase/signal transducer /putative protein kinase; 87045-82663 /putative protein kinase /putative protein kinase
_HATSGNMO = NP_974914 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase/signal transducer

AT5G49470 = NP_199758 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase
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gnl|CMER|CMQ457C_Raf-related_MAP_kinase_kinase_kinase_(MAP3K),_delta-type

91 Smo_CTR1_396_1 Smo_CTR1_500_1
4|i|:Ppa_CTR1 _1 90_1
100 Ppa_CTR1_392_1
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64

AT2G42630 = NP_181791 AAD22991 CAC83101 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /putative protein kinase /putative protein tyrosine kinase
BAD28881 Oryza sativa (japonica cultivar-group) CTR1-like kinase kinase kinase-like

BAD73369 Oryza sativa (japonica cultivar-group) MAP3K delta-1 protein kinase-like
AT2G31010 = NP_180658 AAC20735 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /putative protein kinase

gnl|CMER|CMDO015C_Raf-related_MAP_kinase_kinase_kinase_(MAP3K),_theta-type

3109 _Cre

XP_640564 Dictyostelium discoideum AX4 EAL66540 Dictyostelium discoideum leucine-rich repeat-containing protein (LRR)/tyrosine kinase-like (TKL) protein

22 I

XP_636635 Dictyostelium discoideum AX4 EAL63133 Dictyostelium discoideum SH2 domain-containing protein/putative tyrosine kinase-like (TKL) protein

0 100

gnl|CMER|CMO173C_similar_to_Raf-related_MAP_kinase_kinase_kinase_(MAP3K)
AAK52142 Oryza sativa (japonica cultivar-group) putative protein kinase

67 I:Smo_CTR 1.682_1

AT5G57610 = NP_200569 BAB08796 ATP binding/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /unnamed protein product

42
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AT3G24720 = NP_189116 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase
ABA99175 Oryza sativa (japonica cultivar-group) Protein kinase domain, putative

AT1G04700 = NP_171964 ATP binding/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase
83AT1G16270 = NP_173077 AAD34679 ATP binding/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /Contains PF|00069 Eukaryotic protein kinase domain. ESTs gb|H37741, gb|T43005 and gb|Al100340 come from this gene.

55

AT2G35050 = NP_181050 AAC12844 ATP binding/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /putative protein kinase
AAU87044 Zea mays salt-inducible protein kinase

94 XP_476333 Oryza sativa (japonica cultivar-group) BAD72309 BAD72566 contains EST D23238(C2469)~kinase-like protein/putative salt-inducible protein kinase /putative salt-inducible protein kinase
_%ATSG%QZO = NP_190276 CAB51173 ATP binding/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /putative protein

BAD37611 Oryza sativa (japonica cultivar-group) putative ethylene-inducible CTR1-like protein kinase

99 |

XP_640734 Dictyostelium discoideum AX4 EAL66757 Dictyostelium discoideum SH2 domain-containing protein/putative tyrosine kinase-like (TKL) protein

L72 [ XP_639130 Dictyostelium discoideum AX4 CAC35360 Dictyostelium discoideum EAL65774 SH2 domain-containing protein/SHK1 protein /tyrosine kinase-like (TKL) protein
100

XP_642347 Dictyostelium discoideum AX4 EAL68377 Dictyostelium discoideum SH2 domain-containing protein/putative tyrosine kinase-like (TKL) protein
I EAR90768 Tetrahymena thermophila SB210 Protein kinase domain containing protein

100

L EAS02618 Tetrahymena thermophila SB210 Protein kinase domain containing protein

20

I YP_143185 Acanthamoeba polyphaga mimivirus Q7T6Y2 AAQ09578 serine/threonine protein kinase /YR831_MIMIV Putative serine/threonine-protein kinase/receptor R831 precursor /serine/threonine protein kinase
|6_5|—YP_1 43172 Acanthamoeba polyphaga mimivirus AAV51078 unknown/unknown

YP_143180 Acanthamoeba polyphaga mimivirus AAQ09588 serine/threonine protein kinase /serine/threonine protein kinase

100

XP_645485 Dictyostelium discoideum AX4 AAO52624 Dictyostelium discoideum EAL71531 SMAD/FHA domain-containing protein /similar to Dictyostelium discoideum (Slime mold). Protein tyrosine kinase /putative tyrosine kinase-like (TKL) protein
56 XP_655583 Entamoeba histolytica HM-1:IMSS EAL50197 protein kinase/protein kinase, putative

0 41

XP_649425 Entamoeba histolytica HM-1:IMSS EAL44038 protein kinase/protein kinase, putative
L XP_648586 Entamoeba histolytica HM-1:IMSS EAL43199 protein kinase/protein kinase, putative

&l

XP_640488 Dictyostelium discoideum AX4 EAL66509 Dictyostelium discoideum E set domain-containing protein/putative tyrosine kinase-like (TKL) protein

100 XP_636073 Dictyostelium discoideum AX4 EAL62566 Dictyostelium discoideum putative tyrosine kinase-like protein/putative tyrosine kinase-like (TKL) protein

L—XP_636072 Dictyostelium discoideum AX4 EAL62607 Dictyostelium discoideum putative tyrosine kinase-like protein/putative tyrosine kinase-like (TKL) protein
100 ———AAT77155 Canis familiaris B-raf protein isoform 1

80

AAA60247 Homo sapiens RAF1
100 AAH92040 Mus musculus Protein kinase raf 1

AAA48952 Gallus gallus c-mil protein

90 CAG07082 Tetraodon nigroviridis unnamed protein product
|_|_—CAGO4051 Tetraodon nigroviridis unnamed protein product

|—XP7422689 Gallus gallus PREDICTED: similar to mitogen-activated protein kinase kinase kinase 13; leucine zipper-bearing kinase

100

91

©

6¢—BAE33385 Mus musculus unnamed protein product
100

100 XP_576071 Rattus norvegicus PREDICTED: similar to mixed-lineage protein kinase 1

100 CAG09963 Tetraodon nigroviridis unnamed protein product

NP_998007 Danio rerio AAK52416 protein kinase Npk/protein kinase Npk
XP_687660 Danio rerio PREDICTED: similar to sterile-alpha motif and leucine zipper containing kinase AZK

XP_421996 Gallus gallus PREDICTED: similar to mixed lineage kinase-related kinase MRK-beta; mixed lineage kinase with a leucine zipper and a sterile alpha motif; mixed lineage kinase-related kinase, partial
65 XP_861112 Canis familiaris PREDICTED: similar to mixed lineage kinase-related kinase MRK-beta isoform 2 isoform 4

-

NP_835185 Mus musculus BAC32371 leucine zipper- and sterile alpha motif-containing kinase isoform 2/unnamed protein product

XP_645175 Dictyostelium discoideum AX4 AAM43738 Dictyostelium discoideum EAL71279 Kelch repeat-containing protein/similar to Dictyostelium discoideum (Slime mold). Protein tyrosine kinase/putative tyrosine kinase-like (TKL) protein
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XP_639033 Dictyostelium discoideum AX4 EAL65683 Dictyostelium discoideum WD-40 repeat-containing protein/putative tyrosine kinase-like (TKL) protein

I XP_638070 Dictyostelium discoideum AX4 EAL64569 Dictyostelium discoideum putative transmembrane protein/putative tyrosine kinase-like (TKL) protein
| 100 rXP_639040 Dictyostelium discoideum AX4 EAL65677 Dictyostelium discoideum dual-specificity protein kinase/non-receptor tyrosine kinase

LP18160 Dictyostelium discoideum AAA33202 AAB41125 KYK1_DICDI Non-receptor tyrosine kinase spore lysis A (Tyrosine-protein kinase 1)/protein-tyrosine kinase-1 (DPYK1)/non-receptor tyrosine kinase

82
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Ppa_CTR1_274_1
100 ——Ppa_CTR1_351_1
56 L—Ppa_CTR1_10_1

100 I AT5G58950 = NP_568893 BAB09638 AAM12958 AAQ22641 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /protein-tyrosine kinase /protein-tyrosine kinase /At5g58950
25 1 98 :1908223A Glycine max AAA34002 1908223A protein kinase/protein kinase

ABD32360 Medicago truncatula Protein kinase

4 Smo_CTR1_291_1 Smo_CTR1_290_1

XP_480760 Oryza sativa (japonica cultivar-group) AAN84502 BAC75840 AAT66414 Oryza sativa (indica cultivar-group) putative serine/threonine protein kinase /serine/threonine protein kinase /putative serine/threonine protein kinase /serine/threonine a
100 Smo_CTR1_74_2 Smo_CTR1_139_1

g 73 XP_473833 Oryza sativa (japonica cultivar-group) AAN84503 CAE03651 OSJNBa0060N03.16/serine/threonine protein kinase /OSJNBa0060N03.16
93—AAO72550 Oryza sativa (japonica cultivar-group) BAD45871 serine/thronine protein kinase-like protein /serine/threonine protein kinase

20

XP_464316 Oryza sativa (japonica cultivar-group) AAN84504 BAD26193 serine/threonine protein kinase /serine/threonine protein kinase /serine/threonine protein kinase

91 —AT2G24360 = NP_565568 AAK76700 AAD18109 AAM91810 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /putative protein kinase /putative protein kinase /putative protein kinase

100 Ppa_CTR1_582_1
100 Ppa_CTR1_336_1
XP_469008 Oryza sativa (japonica cultivar-group) AAR01726 AAT77865 putative protein kinase/putative protein kinase /putative protein kinase
58 AT5G50000 = NP_199811 BAB10286 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /protein kinase
98 AAQ72572 Oryza sativa (japonica cultivar-group) putative protein kinase
1 &P7475936 Oryza sativa (japonica cultivar-group) AAT39152 putative protein kinase/putative protein kinase

4

NP_917157 Oryza sativa (japonica cultivar-group) BAB92793 protein kinase -like/protein kinase 6-like
71 AAV35813 Oryza sativa (japonica cultivar-group) kinase domain containing protein

100 BAD37507 Oryza sativa (japonica cultivar-group) BAD38006 putative protein kinase/putative protein kinase
57 | :Aﬁ G62400 = NP_176430 BAE75921 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /HT1 protein kinase

XP_549852 Oryza sativa (japonica cultivar-group) BAD44848 BAD44887 putative protein kinase/putative protein kinase /putative protein kinase

96

gnl|CMER|CMS469C_similar_to_Raf/ATN-like_protein_kinase,_with_ACT_domain
ABA95869 Oryza sativa (japonica cultivar-group) Protein kinase domain, putative
Smo_CTR1_406_1

59 I

b 1518_Cre

95 Ppa_CTR1_75_1
Ppa_CTR1_303_1
Smo_CTR1_462_1

XP_463904 Oryza sativa (japonica cultivar-group) BAD08131 BAD07591 putative serine/threonine protein kinase /putative serine/threonine protein kinase /putative serine/threonine protein kinase
AT4G38470 = NP_568041 ATP binding/amino acid binding /protein kinase/protein serine/threonine kinase/protein-tyrosine kinase
XP_450193 Oryza sativa (japonica cultivar-group) BAC79157 putative serine/threonine-protein kinase ctr1 /putative serine/threonine-protein kinase ctr1
BAD61694 Oryza sativa (japonica cultivar-group) BAD62538 EDR1-like/EDR1-like
AT2G17700 = NP_179361 AAL49781 AAM20110 BAD93724 ATP binding/amino acid binding /protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /putative protein kinase /putative protein kinase /putative protein kinase
AT4G35780 = NP_195303 CAA20048 CAB81487 AAM13016 AAM91338 ATP binding/amino acid binding /protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /putative protein /putative protein /putative protein /putative protein

57

EAR94148 Tetrahymena thermophila SB210 protein kinase domain

XP_647094 Dictyostelium discoideum AX4 EAL73210 Dictyostelium discoideum putative tyrosine kinase-like protein/putative tyrosine kinase-like (TKL) protein

100

XP_645923 Dictyostelium discoideum AX4 AAO12857 Dictyostelium discoideum EAL71975 putative protein tyrosine kinase/pats1 /putative protein serine/threonine kinase

0.100

NP_524843 Drosophila melanogaster P00522 AAA28443 AAA28934 AAF49431 Abl tyrosine kinase CG4032-PA/ABL_DROME Tyrosine-protein kinase Abl (Abelson protein) (D-ash)/dash peptide/tyrosine kinase/CG4032-PA
IEAL30564 Drosophila pseudoobscura GA17894-PA

AT3G58640 = NP_567072 NP_850718 AAK83572 AAM98106 AAM98119 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /ATP binding /kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /AT3g586

AT1G79570 = NP_178075 AAD30219 ATP binding/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /s a member of the PF|00069 Eukaryotic protein kinase family. ESTs gb|T46484, gb|AF066875 and gb|N96237 come from this gene.

NP_036771 Rattus norvegicus NP_002871 Homo sapiens TVRTRR Rattus norvegicus 1613537A Homo sapiens P04049 P11345 Rattus norvegicus CAA27204 Homo sapiens AAA42001 Rattus norvegicus AAA42002 AAH18119 Homo sapiens AAP03432 AAQ02496 syntheti
NP_084056 Mus musculus Q99N57 P00532 Murine sarcoma virus 3611 AAA46576 Murine sarcoma virus AAA46579 AAH15273 Mus musculus BAB39743 BAE24820 protein kinase raf 1/RAF1_MOUSE RAF proto-oncogene serine/threonine-protein kinase (Raf-1) (C-RAF) (cR

P_990638 Gallus gallus P05625 CAA30069 AAB59929 CAA54718 IC4 retrovirus v-raf-1 murine leukemia viral oncogene homolog 1/RAF1_CHICK RAF proto-oncogene serine/threonine-protein kinase (RAF-1) (C-RAF) (MIL proto-oncogene serine/threonine-protein kin
XP_859313 Canis familiaris XP_859382 XP_859421 PREDICTED: similar to RAF proto-oncogene serine/threonine-protein kinase (Raf-1) (C-RAF) (cRaf) isoform 5 /PREDICTED: similar to RAF proto-oncogene serine/threonine-protein kinase (Raf-1) (C-RAF) (cRaf)

T P_547887 Canis familiaris NP_796369 Mus musculus NP_149132 Homo sapiens P80192 AAB26359 AAG44591 BAC35552 Mus musculus AAQ23054 Homo sapiens PREDICTED: similar to Mitogen-activated protein kinase kinase kinase 9 (Mixed lineage kinase 1)/mito

5 AAP46399 Xenopus laevis mixed lineage kinase 2
q 91 ENP7002437 Homo sapiens Q02779 CAA88531 CAA62351 mitogen-activated protein kinase kinase kinase 10/M3K10_HUMAN Mitogen-activated protein kinase kinase kinase 10 (Mixed lineage kinase 2) (Protein kinase MST)/serine/threonine kinase with SH3 domain, leu
XP_902407 Mus musculus XP_927225 XP_916868 XP_902426 XP_927220 XP_927233 XP_194344 XP_892376 XP_218368 Rattus norvegicus PREDICTED: mitogen activated protein kinase kinase kinase 10 isoform 3/PREDICTED: similar to mitogen-activated protein kinase k

515912 Pan troglodytes XP_535966 Canis familiaris XP_861058 XP_870499 Bos taurus XP_597466 NP_598407 Homo sapiens NP_057737 QINYL2 AAF63490 AAF65822 BAB12040 BAB16444 BAB16445 AAH01401 AAK11615 AAL85891 AAL85892 AAO33376 BAD92211 PREDICTED:
89 NP_075544 Mus musculus XP_230983 Rattus norvegicus Q9ESL4 Mus musculus BAB16442 BAB16443 AAH23718 BAE37068 BAE21021 leucine zipper- and sterile alpha motif-containing kinase isoform 1/PREDICTED: similar to MLTK-beta /MLTK_MOUSE Mitogen-activated

AT4G31170 = NP_001031758 NP_974649 NP_194846 CAB79835 AAM62759 AAM78105 AAN18156 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /ATP binding /kinase/protein kinase/protein serine/threonine kinase/protein-ty

J TAT3G01 490 = NP_186798 AAF01534 AAL15278 AAM97058 AAN15525 ATP binding/kinase/protein kinase/protein serine/threonine kinase/protein-tyrosine kinase /putative protein kinase /AT3g01490/F4P13_4 /putative protein kinase /putative protein kinase

XP_667607 Cryptosporidium hominis TU502 XP_627144 Cryptosporidium parvum lowa Il EAK89433 Cryptosporidium parvum EAL37380 Cryptosporidium hominis protein kinase/Ser/Thr protein kinase /Ser/Thr protein kinase with MORN repeats at the N-terminus



