
XP_812058 Trypanosoma cruzi strain CL Brener XP_804122 EAN82271 Trypanosoma cruzi EAN90207 FG-GAP repeat protein/FG-GAP repeat protein /FG-GAP repeat protein, putative /FG-GAP repeat protein, putative
XP_826257 Trypanosoma brucei TREU927 AAX80316 Trypanosoma brucei AAZ12710 hypothetical protein Tb927.7.6460/FG-GAP repeat protein, putative /FG-GAP repeat protein, putative97

CAJ08162 Leishmania major FG-GAP repeat protein, putative; intergrin alpha chain protein, putative91

XP_657167 Entamoeba histolytica HM-1:IMSS EAL51781 hypothetical protein 4.t00022/hypothetical protein 4.t00022
CAI78461 uncultured candidate division WS3 bacterium hypothetical protein

XP_647825 Dictyostelium discoideum AX4 EAL68063 Dictyostelium discoideum hypothetical protein DDB0206287/hypothetical protein DDB0206287
Ppa_DEX1AT3G09090846107777_137

Smo_DEX1AT3G09090_2_1_unnamed_protein_product Smo_DEX1AT3G09090_1_1_unnamed_protein_product
Smo_DEX1AT3G09090_4_1_unnamed_protein_product96

Ppa_DEX1AT3G09090_1_1_unnamed_protein_product57

NP_910026 Oryza sativa (japonica cultivar-group) AAK82448 putative dex1 protein/putative dex1 protein
AT3G09090 = NP_566343 AAD56325 AAG31444 AAG31445 AAO64188 DEX1 (DEFECTIVE IN EXINE FORMATION 1)/unknown protein /defective in exine formation /defective in exine formation /unknown protein97

96

43

55

0.100

DEX1 (AT3G09090): partial tree
File name: DEX1.pt1.svg
170 aa residues 12 OTU included.
Partial tree including Ppa_DEX1AT3G09090846107777_1 and Smo_DEX1AT3G09090_1_1
Assemble Job Id: ORuNXk
Tree job id: JHi0jp
BP values out of 97
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