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XP_465055 Oryza sativa (japonica cultivar-group) BAD21478 putative Ubiquitin ligase SINAT5/putative Ubiquitin ligase SINAT5
AAY32334 Phyllostachys praecox SINA96

NP_913542 Oryza sativa (japonica cultivar-group) BAD81386 unnamed protein product/putative ubiquitin ligase SINAT5
AAU90161 Oryza sativa (japonica cultivar-group) putative ubiquitin ligase SINAT573

46

AT4G27880 = NP_194517 Q9STN8 CAB43976 CAB81437 ubiquitin-protein ligase/zinc ion binding /SINA4_ARATH Ubiquitin ligase SINAT4 (Seven in absentia homolog 4)/putative zinc finger protein /putative zinc finger protein
AAM11573 Arabidopsis thaliana ring finger E3 ligase SINAT5

At5g53360 = Q8S3N1 Arabidopsis thaliana SINA5_ARATH Ubiquitin ligase SINAT5 (Seven in absentia homolog 5)99
72

AAM61286 Arabidopsis thaliana seven in absentia-like protein
AT3G61790 = NP_567118 Q84JL3 CAB71109 AAO42011 AAO50612 ubiquitin-protein ligase/zinc ion binding /SINA3_ARATH Ubiquitin ligase SINAT3 (Seven in absentia homolog 3)/seven in absentia-like protein /putative seven in absentia protein /putative seven i99

37

23

CAB40577 Vitis vinifera SINA1p
AAD53877 Gossypium hirsutum SINAH1 protein20

74

Ppa_SINAT5_3_1
Ppa_SINAT5_2_190

Smo_SINAT5_1_1
Smo_SINAT5_3_1 Smo_SINAT5_4_190

72

21

AT2G41980 = NP_181729 P93748 AAB63545 ubiquitin-protein ligase/zinc ion binding /SINA1_ARATH Putative ubiquitin ligase SINAT1 (Seven in absentia homolog 1)/putative RING zinc finger protein; tRNA-Ser
AT3G58040 = NP_191363 Q9M2P4 CAB67632 AAM65304 ubiquitin-protein ligase/zinc ion binding /SINA2_ARATH Ubiquitin ligase SINAT2 (Seven in absentia homolog 2)/putative protein /putative RING zinc finger protein99

CAB40578 Vitis vinifera SINA2p88

60

XP_479411 Oryza sativa (japonica cultivar-group) BAC81163 BAD30685 putative developmental protein sina/putative developmental protein sina /putative developmental protein sina

90

XP_507434 Oryza sativa (japonica cultivar-group) XP_463983 XP_506704 BAD07978 PREDICTED P0576F08.10 gene product/putative SINA2 protein,seven in absentia /PREDICTED P0576F08.10 gene product /putative SINA2 protein,seven in absentia

100

EAL30314 Drosophila pseudoobscura GA11985-PA
AAO01125 Drosophila willistoni CG13030-PA62

NP_648927 Drosophila melanogaster Q8T3Y0 AAL90183 AAF49402 CG13030-PA/SINAL_DROME Probable ubiquitin ligase sina-like protein CG13030/AT26312p /CG13030-PA
AAO00990 Drosophila erecta CG13030-PA81

100

XP_528929 Pan troglodytes PREDICTED: similar to SIAH1 protein
CAI41259 Homo sapiens seven in absentia homolog 1-like (Drosophila)100

NP_500409 Caenorhabditis elegans Q965X6 AAB94380 AAK68432 Y37E11AR.2/SIA1_CAEEL Ubiquitin ligase sia-1 (Seven in absentia homolog 1) /seven-in-absentia protein homologue-1 /Hypothetical protein Y37E11AR.2
CAE63753 Caenorhabditis briggsae Hypothetical protein CBG08288100

NP_604452 Rattus norvegicus XP_516819 Pan troglodytes NP_033200 Mus musculus NP_005058 Homo sapiens Q06986 Mus musculus Q8R4T2 Rattus norvegicus O43255 Homo sapiens CAA75557 AAH13082 BAB70754 Rattus norvegicus AAL91363 AAH58400 Mus musc
AAC51908 Homo sapiens hSIAH215
CAA79632 Mus musculus siah-2 protein
Q9I8X5 Xenopus laevis AAF80255 SIAH2_XENLA Ubiquitin ligase SIAH2 (Seven in absentia homolog 2) (Xsiah-2)/seven in absentia-like protein12

100

NP_956721 Danio rerio Q7SYL3 AAN03677 seven in absentia 2-like/SIAH2_BRARE Ubiquitin ligase Siah2 (Seven in absentia homolog 2-like) (Siah-2) /Siah
100

P29304 Drosophila virilis AAA28899 SINA_DROVI Ubiquitin ligase sina (Seven in absentia protein)/SEVEN IN ABSTENTIA
NP_730206 Drosophila melanogaster NP_476725 Q8I147 Drosophila willistoni P21461 Drosophila melanogaster P61093 Drosophila erecta AAA28901 Drosophila melanogaster AAF49403 AAL25397 AAN11744 AAO00989 Drosophila erecta AAO01124 Drosophila will100

XP_394284 Apis mellifera PREDICTED: similar to Ubiquitin ligase SIAH1 (Seven in absentia homolog 1) (Siah-1) (Siah-1a)40

16

Q06985 Mus musculus AAH52887 SIA1B_MOUSE Ubiquitin ligase SIAH1B (Seven in absentia homolog 1b) (Siah1b) (Siah-1b)/Seven in absentia 1B
NP_033199 Mus musculus CAA79631 seven in absentia 1B/siah-1B protein46

AAH18193 Homo sapiens SIAH1 protein
BAB70753 Rattus norvegicus siah1A protein

CAE46191 Homo sapiens hypothetical protein18
NP_001006611 Homo sapiens NP_001015836 Xenopus tropicalis NP_003022 Homo sapiens XP_863586 Canis familiaris XP_875974 Bos taurus XP_414105 Gallus gallus XP_544419 Canis familiaris XP_520625 Pan troglodytes Q8IUQ4 Homo sapiens AAC5190712

NP_033198 Mus musculus NP_543181 Rattus norvegicus Q920M9 P61092 Mus musculus CAA79630 AAL91362 Rattus norvegicus AAH46317 Mus musculus seven in absentia 1A/seven in absentia 1A /SIAH1_RAT Ubiquitin ligase SIAH1 (Seven in absentia homolog 1)
15

18

53

XP_684826 Danio rerio XP_707669 NP_955815 Q7ZVG6 AAH45870 PREDICTED: similar to Seven in absentia 1A isoform 1/PREDICTED: similar to Seven in absentia 1A isoform 2 /seven in absentia homolog 1 /SIAH1_BRARE Ubiquitin ligase Siah1 (Seven in absentia ho

97

XP_797311 Strongylocentrotus purpuratus PREDICTED: similar to Ubiquitin ligase SIAH1 (Seven in absentia homolog 1) (Siah-1) (Siah-1a)

36

51

38

36

Q86MW9 Schistosoma mansoni AAO67521 SINA_SCHMA Ubiquitin ligase sina (Seven in absentia homolog) (SmSINA)/SINA

100

0.100

↑

→ AT3G13672(pt1)
↑↑↑ ↑

→ Smo_SINAT5_2_1(pt1) → Smo_SINAT5_9_2(pt1) → Smo_SINAT5_6_1(pt2)

↑↑

→ Smo_SINAT5_7_1(pt2) → Ppa_SINAT5_1_1(pt2) → Ppa_SINAT5_4_1(pt2)

← Smo_SINAT5_5_1

These sequences are distantly
related and does not belong to
the potential orthologous group


