
AT3G50870 = NP_566939 Q8LC79 CAB42916 AAM63797 MNP (MONOPOLE); transcription factor/GAT19_ARATH GATA transcription factor 19/transcription factor-like protein /transcription factor-like protein
AT4G36620 = NP_195380 Q6QPM2 CAB16831 CAB80328 AAS45431 transcription factor/GAT21_ARATH Putative GATA transcription factor 21/transcription factor like protein /transcription factor like protein /At4g36620

XP_475944 Oryza sativa (japonica cultivar-group) AAD39588 AAT39160 AAU10691 'unknown protein, contains GATA zinc finger domain'/10A19I.2 /'unknown protein, contains GATA zinc finger domain' /unknown protein
AT2G18380 = NP_179429 Q9ZPX0 AAD15499 transcription factor/GAT15_ARATH Putative GATA transcription factor 15/putative GATA-type zinc finger transcription factor

NP_917387 Oryza sativa (japonica cultivar-group) BAB91742 P0671D01.19/GATA-type zinc finger transcription factor-like
Smo_HAN_17_1

Ppa_HAN_11_1
Ppa_HAN_13_1

Smo_HAN_2_1 Smo_HAN_10_1
Ppa_HAN_12_1

Ppa_HAN_1_1
AT5G56860 = NP_200497 Q5HZ36 BAA97205 AAL38250 transcription factor/GAT24_ARATH GATA transcription factor 24/unnamed protein product /unknown protein

XP_464687 Oryza sativa (japonica cultivar-group) BAD17612 zinc finger protein-like/zinc finger protein-like
BAD61831 Oryza sativa (japonica cultivar-group) BAD61935 zinc finger protein-like/zinc finger protein-like

AT4G26150 = NP_194345 Q9SZI6 CAB39680 CAB79470 transcription factor/GAT20_ARATH Putative GATA transcription factor 20/putative transcription factor /putative transcription factor
NP_914395 Oryza sativa (japonica cultivar-group) BAD87039 P0020E09.8/zinc finger protein-like

NP_908848 Oryza sativa (japonica cultivar-group) BAB93299 B1045F02.18/unknown protein
AT3G16870 = NP_188312 Q9LIB5 BAB03075 AAR24211 AAT06430 transcription factor/GAT17_ARATH GATA transcription factor 17/unnamed protein product /At3g16870 /At1g35180

AT5G49300 = NP_199741 Q9FJ10 BAB10348 transcription factor/GAT23_ARATH Putative GATA transcription factor 23/unnamed protein product
AT3G06740 = NP_566290 Q8LG10 AAF63824 AAL36282 AAM14189 AAM61093 transcription factor/GAT16_ARATH GATA transcription factor 16/hypothetical protein /unknown protein /unknown protein /unknown

Smo_HAN_15_1 Smo_HAN_5_1
gnl|CMER|CME102C_similar_to_GATA_transcription_factor

XP_493824 Oryza sativa (japonica cultivar-group) BAA85415 AAM22716 similar to Arabidopsis thaliana DNA chromosome 4, BAC clone F26P21. (AL031804)/similar to Arabidopsis thaliana DNA chromosome 4, BAC clone F26P21. (AL031804) /Hypothetical protein
AAX96349 Oryza sativa (japonica cultivar-group) ABA91823 GATA zinc finger, putative/GATA zinc finger, putative

AT1G08000 = NP_973790 NP_172278 Q8VZP4 AAF79843 AAL36309 AAM20357 transcription factor/transcription factor /GATA5_ARATH GATA transcription factor 5 (AtGATA-5)/T6D22.9 /putative GATA transcription factor 3 /putative GATA transcription factor 3
AT2G28340 = NP_180401 Q9SKN6 AAD20691 transcription factor/GATA7_ARATH Putative GATA transcription factor 7/hypothetical protein

AT1G08010 = NP_172279 Q6DBP8 AAT70425 AAU45211 transcription factor/GATA6_ARATH GATA transcription factor 6 (AtGATA-6)/At1g08010 /At1g08010
BAC98492 Nicotiana tabacum AG-motif binding protein-2

AT3G24050 = NP_189047 Q8LAU9 CAA73999 BAB03023 AAM65139 ABD19678 transcription factor/GATA1_ARATH GATA transcription factor 1 (AtGATA-1)/homologous to GATA-binding transcription factors /protein homologous to GATA-binding transcription factors /GATA
AT3G54810 = NP_191041 NP_850704 Q9SV30 CAB41103 AAL06560 AAL77730 transcription factor/transcription factor /GAT10_ARATH GATA transcription factor 10 (AtGATA-10)/putative protein /AT3g54810/F28P10_210 /AT3g54810/F28P10_210

CAC28528 Nicotiana tabacum GATA-1 zinc finger protein
BAC98491 Nicotiana tabacum AG-motif binding protein-1

BAC98495 Nicotiana tabacum AG-motif binding protein-5
AAK98698 Oryza sativa (japonica cultivar-group) Putative GATA-1 zinc finger protein

BAC98494 Nicotiana tabacum AG-motif binding protein-4
NP_916071 Oryza sativa (japonica cultivar-group) BAC05593 OSJNBa0014K08.18/putative AG-motif binding protein-4

AAT69661 Oryza sativa (japonica cultivar-group) AAU44269 unknown protein/unknown protein
Ppa_HAN_2_1 Ppa_HAN_14_1 Ppa_HAN_3_1 Ppa_HAN_10_1

AT5G25830 = NP_197955 P69781 transcription factor/GAT13_ARATH Putative GATA transcription factor 13
AT4G32890 = NP_195015 O82632 CAA21198 CAB80006 BAC41847 AAP37701 transcription factor/GAT11_ARATH GATA transcription factor 11 (AtGATA-11)/putative protein /putative protein /unknown protein /At4g32890

AT4G34680 = NP_001031789 NP_195194 Q8L4M6 CAA74001 CAA18847 CAB80185 AAM20641 AAM91307 unknown protein/transcription factor /GATA3_ARATH GATA transcription factor 3 (AtGATA-3)/AtGATA-3 /GATA transcription factor 3 /GATA transcription factor 3 /GATA
AT2G45050 = NP_182031 O49741 CAA74000 AAD32831 AAN41321 transcription factor/GATA2_ARATH GATA transcription factor 2 (AtGATA-2)/homologous to GATA-binding transcription factors /putative GATA-type zinc finger transcription factor /putative GATA-type

NP_922691 Oryza sativa (japonica cultivar-group) AAK55449 AAP54978 putative transcription factor/putative transcription factor /transcription factor, putative
Smo_HAN_4_1

XP_470203 Oryza sativa (japonica cultivar-group) AAO17352 Hypothetical protein/Hypothetical protein
BAC98493 Nicotiana tabacum AG-motif binding protein-3

ABA99437 Oryza sativa (japonica cultivar-group) NTL1 protein, putative
Smo_HAN_1_1 Smo_HAN_16_1

Smo_HAN_3_1 Smo_HAN_11_1
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