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\AM63237 Arabidopsis thaliana amino acid permease-like protein
'5G41800 = NP_568597 AAM20536 AAM91264 amino acid

cid p in famino a P

(75975 Oryza satv (aponion cUlivr GroUP) AATA4153 ptaive i acd anaporit i liputatve amino acd fangporer iy I

917735 Oryza sativa (aponica cultivar-group) BAB17188 P0407812.25/proline transport protein 2-like

P_915563 Oryza sativa (japonica cultivar-group) BAB63704 BAD82319 0J1402_H07.15/putative betaine/proline transporter /putative betaine/proline transporte
22 \T1G71680 = NP_t

0 = NP_565019 AAF43217 AAG51818 amino acid permease/Contains similarity to the lysine and histidine specific transporter gene from A. thaliana gb|U39782; It is a member of the transmembrane amino acid transporter protein family PF|01490. fpu
AU90160 Oryza sativa (japonica cultivar-group) hypothetical protein
\T1G67640 = NP_176932 AAG28894 AAG52310 amino acid

\T1G24400 = NP ¢

transporter /F12A21.22 /putati
NP_564217 BAB01766 AAF97980 AATL2 (AMINO ACID TRANSPORTER-LIKE PROTEIN 2); amino acid permease/amino acid transj
\T1G25530 = NP_

amino acid permease
20

i ino acid transporter-like protein 2 /F21J9.6
5530 = NP_173924 AAGS0812 AAY25427 amino acid permeasellysine and histidine specific transporter, putative /At1g25530
497214 Oryza sativa (japonica culivar-group) amino acid transporter-like prote
P_479903 Oryza safiva (japonica cultivar-group) XP_507109 CADB9802 Oryza sativa (indica cultivar-group) BADOBBSS Oryza safiva (japonica cultvar-group) putative histidine amino acid transporter/PREDICTED OJ1163_G08.25 gene product /histidine ami
TIGA7S0~ NP_i50804 NP_U5110 AACABSGS ARKSEZTD AAMSISO0 LHTULHTY; amino o
\T1G48640 = NP_175297 AAG60126 amino acid

rmease /lysine and
ter, putatiy

6322 AAB71468 amino acid permease/amino acid permease

nsporter /AT5g40780/K1B16_3 /At5g40780/K1B16.
\T3G01760 = NP_186825 AAF01559 AAF03432 amino acid permease/amino acid-polyamine transporter /putative amino acid permease /putative amino acid permease
 —— N I

roup) CAE01537 CAE76002 OSJNBa0072F 16.19/0SINBa0072F 16.19 /B1358B12.

1211
ryza sativa (japonica cultivar-group) CAE01852 OSJNBa0084K11.20/0SINBa0084K11.20
AME5420 Arabidopsis thaliana proline transporter 1
9

D25160
AC51424 Vicia faba var. minor amino acid permease AAP:

1518 CAAG5052 AABI5274 ProT1; amino acid permease/proline transporter 1 /proline transporter 1
proline transporter 1

arrier
ADS3554 Oryza saliva (aponica cultivar-group) puaie amino acid ransporter
Arabidopsis thallana

49630 = NP_199774 CAAG5051 BAA97227 AAP6 (AMINO ACID PERMEASE 6); amino acid permease/amino acid permease 6 /amino acid permease 6
AD53557 Oryza sativa (japonica cultivar-group) putative amino acid c:

AE64816 Caenorhabdis briggsae Hypothetical protein CBG09610
INP_505680 Caen

abdl

ans GAD54163 Y32F6A 4/Hypothalical polein Y32F6A 4
P>_498173 Caenorhabdits elegans AAASO724 RO2F2.8lHypothetcal protein F02F2.8
CAEG1365 Caenorhablis briggsas CAES1373 Hypothetica protein CBG0S207/Hypothelica protein CBG0S215
elegans CAA22315 Y18D10A.23/Hypothetical protein Y18D10A.
P 001023478 Casrorhabis clogans AADIATSS V4GS, 2aHypothtical protin Y4C83.22
o z SAET212T Coenorhabls g Hypolhelaprten CBG10965
o Caonorhablts ologans B38206 AACT0384 F21D12.3/B88206 protsn F21D12.3 /Hypothatical potein F21D12.3
F 67596 Cacnorhabits briggsas Hypothetica potein CBG13138
\E61366 C: br qsacH/:’\?‘ehcd\r‘/‘leu‘CBG” 08
el amino adid permeasaineutrl amino acid per
671161 Y reutrel amino acid perm
2 EAAG3818 hypothetcal protein AN1505 2 hypothetical protein AN1505.2
EALBA942 neutral amino acid permease/neutral amino aci :
)32 hypothotical o eical profein AN
olhetcalprotein CHGG:
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AJB4440 Lupinus albus auxin influx carri
QIFELS Medicago truncatula CAG12995 AAMS5302 LAX1_MEDTR Auxin transporter-like protein 1 (AUX1-like protein 1) (MILAX1)/putative AUX1-like permease /auxin influx carrier protein
mo_AUX1_32 1 Smo_AUX1_29_1
3007 Oryzasava AAKO011 Oz salia aprica sulfvar roue) ABAS1603 LAX4 ORYSA Puiv auin ransporlrikeprlan dprobale AUX1 ke permease. 105746589 /AUXC ke permesso utaie
AT1G77690 = NP_177892 QICA25 AAG51630 AAL06925 AAN02284 AAP37659 amino acid permease/transporter /LAX3_ARATH Auxin transport protein 3)/puta
QIFEL6 Medicago truncatula CAC12997 AAMSS303 LAX3_MEDTR Auxin transporter-like protein 3 (AUX1-like protein 3) (MILAX3)fputative AUX1-like pevmease Jauxin influx carier protein
8L884 Medicago truncatula AAMS5305 LAX4_MEDTR Auxin transporter-ike protein 4 (AUX1-like protein 4) (MHLAX4)/auxin influx carrier protein

BAC41318 Cucumis sativus AUX1-Iike auxin transport protein
AAQUBB56 Momordica charantia auxin influx carrier-like protein 2

AAKS8522 Populus tremula x Populus tremuloides putative AUX1-like permease

1-like permease; 10674-8589 /At1g77690/T32E8_2 /putative AUX1-like permea

AT2G21050 = NP_179701 QBL883 Medicago truncatula Q9S836 Arabidopsis thaliana AAD29811 CAB45643 AAK96875 AAMS5306 Medicago truncatula AAMI1114 Arabidopss thaliana amino acid JLAX5_MEDTR Auxin rotein 5 (
NP_919826 Oryza sativa (japonica culivar-group) Q7XGU4 Oryza sativa AAK91876 AAP52113 Oryza sativa (japonica cultivar-group) putative AUX 1-like permease/LAX3_ORYSA Auxin transporter-ike protein 3/Putative AUX1-like permease /Transmermbrane amino
ABE5535 Zea mays AUX1 protei
P 915556 Oryza safv (3porica cultar-group) QSNEY2 Oryza safve BADG231 1 Oyza sativa (|apnmca cultivar-group) putative AUX1-like permease/LAX1_ORYSA Auxin transporter-like protein 1/putative AUX1-like permease
Q688,12 Oryza safiva AAUTO758 Oryza sativa (aporica LAX2_ORYSA Aux er-like protein 2/putative AUX1-like permeast
AT5G01240 = NP_195744 QOLFB2 AX1. ARATH Auin p protein 1 (AUX1-like protein 1)/putative AUX1-like permease /LAX1 /AUX1-like permease
- AI05895 Prunus avium putative auxin influx carrier protein
AAF21982 Populus tremula x Populus tremuloides AUX1-like protein
AAWS7318 Populus tomentosa auxin influx protei

9FEL7 Medicago truncatula CAC12996 AAM55304 LAX2_MEDTR Auxin transporter-lie protein 2 (AUX1-like protein 2) (MILAX2)/putative AUX1-like permease /auxin influx carrier protein
lBAC98948 Pisum sativum AUX1-like auxin influx carrier protein

AAG17171 Populus tremula x Populus tremuloides putative AUX1-like permease

AT2G38120 =
.
5

is MGCB4608 protein

purpuratus PREDICTED: simi
6_Cre

lar to solute carrier family 36 member 1

P_565882 Q96247 CAA67308 AAC27161 AAK96679 AAM13299 AAM64652 AUX1 (AUXIN RESISTANT 1); amino acid permease/transporter /AUX1_ARATH Auxin transporter protein 1 (Auxin influx carrier protein 1) (Polar auxin transport inhibitor resistant p
4217 Apis mellifera PREDICTED: similar to ENSANGP00000014
792371 i

_477191 Oryza sativa (japonica cultivar-group) putative amino acid transport protein

\T5G02180 - NP. 195835 CABB2991 BACA2086 amino acid permease/putative protein /unknown protein
\T3G09340 = NP_187545 NP_187544 AAF14031 amino acid permeaselat

0 acid permease /ypothetical protein
TSGO2170 = NP 195857 CABE2360 AAMZSG53 ARO64745 amino acid permeaselpulative proten /ATSGU2170/T7H20. 220 IAISGU217ONTTH20. 20
\T2G39130 = NP_850312 AAK92736 amino acid permease/unknown protein

2641150 - NP 030663 AAK64155 AALES095 AADT1993 AANSTES1 amind acid permoasolunkown profein funknown profein expressed protein funknown protein
r 2 IEC21 EAL17622 C

ARB3755 Tetrahymena t

IEC21 amino aci y het
ane amino acid tran:
806559 Trypanosoma cruzi strain Cl

0soma cruzi EANB4708 amino acid transporter/putative amino acid transporter PATS /amino acid transporter, putative



