
CAG04842 Tetraodon nigroviridis unnamed protein product
XP_691412 Danio rerio XP_691668 XP_697716 PREDICTED: similar to chromatin assembly factor 1, subunit A (p150)/PREDICTED: similar to chromatin assembly factor 1, subunit A (p150) /PREDICTED: similar to Chromatin assembly factor 1 subunit A (CAF-1 subu99

CAG31858 Gallus gallus hypothetical protein
BAD72952 Gallus gallus chromatin assembly factor-1p150100

NP_038761 Mus musculus Q9QWF0 CAB55497 BAC28848 AAH53740 BAE36149 chromatin assembly factor 1, subunit A (p150)/CAF1A_MOUSE Chromatin assembly factor 1 subunit A (CAF-1 subunit A) (Chromatin assembly factor I p150 subunit) (CAF-I 150 kDa subunit) (CA
XP_343672 Rattus norvegicus PREDICTED: similar to chromatin assembly factor-I p150 subunit99

XP_580677 Bos taurus PREDICTED: similar to chromatin assembly factor 1, subunit A (p150) isoform 1
XP_542156 Canis familiaris PREDICTED: similar to chromatin assembly factor 1, subunit A (p150)87

XP_512286 Pan troglodytes NP_005474 Homo sapiens Q13111 AAA76736 AAF04291 AAH67093 PREDICTED: similar to chromatin assembly factor 1, subunit A (p150); chromatin assembly factor I (150 kDa)/chromatin assembly factor 1, subunit A (p150) /CAF1A_HUMAN78
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Ppa_AtNFF2NFB2FAS1_1_170

BAD82171 Oryza sativa (japonica cultivar-group) putative FAS1
XP_477408 Oryza sativa (japonica cultivar-group) BAC84620 FAS1-like protein/FAS1-like protein
AT1G65470 = NP_176725 BAA77811 AAM83221 FAS1 (FASCIATA 1)/FAS1 /At1g65470/F5I14_3338
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NFF2NFB2FAS1.34(At1g65470): global tree
File name: NFF2NFB2FAS1.34.njtree2.svg
147 aa residues 15 OTU included.
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NP_915153 Oryza sativa (japonica cultivar-group) BAC06267 P0696G06.24/P0696G06.24
entries deleted from the alignment

gi|2190539|gb|AAB60903.1| F5I14.2 gene product [Arabidopsis thaliana]
gi|4887624|dbj|BAA77812.1| FAS1 [Arabidopsis thaliana]
gi|3335354|gb|AAC27156.1| This gene is continued from gene F5I14.1 from BAC sequence gb|AC001229 from A. thaliana.  EST gb|AA58
gi|2190555|gb|AAB60919.1| F5I14.1 gene product [Arabidopsis thaliana]
gi|34907614|ref|NP 915154.1| putative FAS1 [Oryza sativa (japonica cultivar-group)] >gi|21952853|dbj|BAC06268.1| putative FAS1
lcl|Smo AtNFF2NFB2FAS11167281253 1 unnamed protein product
lcl|Smo AtNFF2NFB2FAS11167281252 1 unnamed protein product
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