20): partial tree

58 aa residues 134 OTU included.
Partial tree including Ppa_AUX1_9_1, Smo_AUX1914809876_1, Smo_AUX1880056130_1, Smo_AUX1_20_1, Smo_AUX1_8_1, Smo_AUX1_15_2, Smo_AUX1_48_1
Assemble Job Id: Fxkhlt selectNalign: 3x9xS

Tree job id: Pw089u
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