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93 AT5G39400 = NP_198756 BAB11013 CAD35363 BAC42741 AA063980 phosphoprotein phosphatase/phosphoric monoester hydrolase /Junnamed protein product /phosphatase and tensin homolog /PTEN like protein /putative PTEN protein
Smo_AtPTEN1AT5G39400_3_ 2 Smo_AtPTEN1AT5G39400_1_1
XP_637576 Dictyostelium discoideum AX4 AAL75566 Dictyostelium discoideum AAL99958 EAL64034 3-phosphatidylinositol 3-phosphatase/Pten 3-phosphoinositide phosphatase alpha /PteN /3-phosphatidylinositol 3-phosphatase
XP_817093 Trypanosoma cruzi strain CL Brener XP_812787 EAN90936 Trypanosoma cruzi EAN95242 tyrosine phosphatase/tyrosine phosphatase /tyrosine phosphatase, putative /tyrosine phosphatase, putative
XP_759907 Ustilago maydis 521 EAK84795 hypothetical protein UM03760.1/hypothetical protein UM03760.1
EAR87674 Tetrahymena thermophila SB210 hypothetical protein TTHERM_00538950
XP_798635 Strongylocentrotus purpuratus PREDICTED: similar to phosphatase and tensin homolog, partial
42 —  XP 795616 Strongylocentrotus purpuratus PREDICTED: similar to phosphatase and tensin homolog, partial
CAF94889 Tetraodon nigroviridis unnamed protein product
95-AAH93110 Danio rerio Ptenb protein
NP_001001822 Danio rerio XP_683167 XP_706881 CAD60625 AAR04346 AAR04347 AAI07963 phosphatase and tensin homolog (mutated in multiple advanced cancers 1)/PREDICTED: similar to phosphatase and tensin-like protein B long splice variant isoform 1 /PREDIC
P_957002 Danio rerio AAH59457 AAR04344 AAR04345 phosphatase and tensin-like protein A/Phosphatase and tensin-like protein A /phosphatase and tensin-like protein A short splice variant /phosphatase and tensin-like protein A long splice variant
CAGO05033 Tetraodon nigroviridis unnamed protein product
AAL08419 Takifugu rubripes PTEN
85—AAB70558 Homo sapiens AAH38293 putative protein tyrosine phosphatase homologue/PTENP1 protein
AC52017 Homo sapiens phosphatase and tensin homolog 2
BAE23590 Mus musculus unnamed protein product
CAH90013 Pongo pygmaeus hypothetical protein
421555 Gallus gallus XP_613125 Bos taurus NP_000305 Homo sapiens NP_001003192 Canis familiaris NP_032986 Mus musculus NP_113794 Rattus norvegicus 008586 Mus musculus P60483 Canis familiaris 1D5R Homo sapiens P60484 AAC48709 Canis f

1 —_XP 395326 Apis mellifera PREDICTED: similar to phosphatase and tensin-like protein A short splice variant
I_ XP_814678 Trypanosoma cruzi strain CL Brener EAN92827 Trypanosoma cruzi tyrosine phosphatase/tyrosine phosphatase, putative
8 100 ——XP_649006 Entamoeba histolytica HM-1:IMSS XP_653140 EAL43622 EAL47754 Pten 3-phosphoinositide phosphatase/hypothetical protein 92.t00017 /Pten 3-phosphoinositide phosphatase, putative /hypothetical protein 92.t00017
ﬁl L—XP_656021 Entamoeba histolytica HM-1:IMSS EAL50635 phosphatidylinositol-3,4,5-trisphosphate 3-phosphatase, putative/phosphatidylinositol-3,4,5-trisphosphate 3-phosphatase, putative
XP_638022 Dictyostelium discoideum AX4 EAL64518 Dictyostelium discoideum hypothetical protein DDB0218761/hypothetical protein DDB0218761
100 ——CAEG67940 Caenorhabditis briggsae Hypothetical protein CBG13540
L———NP_499926 Caenorhabditis elegans T32574 CAA10315 AAD03420 AAD21620 AAK39284 abnormal DAuer Formation family member (daf-18)/T32574 hypothetical protein T07A9.6 - Caenorhabditis elegans/DAF-18 protein /DAF-18 /PTEN phosphatidylinositol 3' phosphatase
[19 99 Ppa_AtPTEN1AT5G39400_2_1
5 | 99 Ppa_AtPTEN1AT5G39400_4_1

AT3G50110 = NP_566929 CAB62119 AAN41331 phosphoprotein phosphatase/putative tyrosine phosphatase /putative tyrosine phosphatase
AT3G19420 = NP_188573 BAB02466 AAL49799 AAO13749 phosphoprotein phosphatase/tyrosine phosphatase-like protein /putative tyrosine phosphatase /PTEN-like protein
Smo_AtPTEN1AT5G39400_2_1
100 (Ppa_AtPTEN1AT5G39400_6_1
Ppa_AtPTEN1AT5G39400_1_1
ABA97561 Oryza sativa (japonica cultivar-group) tyrosine phosphatase, putative

4 53 XP_553421 Anopheles gambiae str. PEST EAL39130 ENSANGP00000025971/ENSANGP00000025971
92 EAL29329 Drosophila pseudoobscura GA19047-PA
NP_477424 Drosophila melanogaster NP_599149 NP_477422 NP_477423 NP_599148 NP_599147 AAD45362 AAD45363 AAD45364 AAF08382 AAF23235 AAF23236 AAF52888 AAF52889 AAF52887 AAN10730 AAN10731 AAN10732 Pten CG5671-PC, isoform C/Pten CG5671-PD, isoform D /Pten
&I—NP7001028998 Ciona intestinalis BAD98733 voltage-sensor containing phosphatase/voltage-sensor containing phosphatase
XP_788391 Strongylocentrotus purpuratus PREDICTED: similar to transmembrane phosphatase with tensin homology
XP_594894 Bos taurus PREDICTED: similar to TPTE and PTEN homologous inositol lipid phosphatase isoform gamma
4 XP_848413 Canis familiaris PREDICTED: similar to TPTE and PTEN homologous inositol lipid phosphatase isoform gamma
57 NP_954870 Homo sapiens NP_037447 NP_954869 NP_954868 P56180 AAC34574 CAB90528 AAH28719 AAQ06674 AAP45143 AAP45144 AAP45145 transmembrane phosphatase with tensin homology isoform delta/transmembrane phosphatase with tensin homology isoform alpha /tran
92[LNP_954864 Homo sapiens NP_570141 NP_954863 Q6XPS3 CAD13144 CAD13145 AAP45146 CAH73539 CAH73540 TPTE and PTEN homologous inositol lipid phosphatase isoform beta/TPTE and PTEN homologous inositol lipid phosphatase isoform alpha /TPTE and PTEN homologou
Q4R6N0 Macaca fascicularis BAE0Q1245 TPTE2_MACFA Phosphatidylinositol-3,4,5-trisphosphate 3-phosphatase TPTE2/unnamed protein product
XP_344542 Rattus norvegicus PREDICTED: similar to tyrosine phosphatase isoform A
72 NP_954867 Mus musculus NP_954866 NP_862899 CAC44243 CAC44244 CAC44245 AAI07330 transmembrane phosphatase with tensin homology isoform B/transmembrane phosphatase with tensin homology isoform A /transmembrane phosphatase with tensin homology isoform C
3 4 CAGO00470 Tetraodon nigroviridis unnamed protein product
7 XP_708700 Danio rerio NP_001020629 XP_687287 AAH96934 PREDICTED: similar to transmembrane phosphatase with tensin homology isoform A isoform 2/transmembrane phosphatase with tensin homology /PREDICTED: similar to transmembrane phosphatase with tensin
97 L_XP_417079 Gallus gallus PREDICTED: similar to transmembrane phosphatase with tensin homology isoform A
NP_001015951 Xenopus tropicalis AAH99069 Xenopus laevis hypothetical protein LOC548705/Unknown (protein for MGC:115740)
XP_779087 Giardia lamblia ATCC 50803 EAA42276 hypothetical protein GLP_440_3916_2318/GLP_440_3916_2318
0 100 XP_626760 Cryptosporidium parvum lowa Il EAK89108 Cryptosporidium parvum membrane bound phosphatase with 3 transmembrane domains and a dual specificity phosphatase/membrane bound phosphatase with 3 transmembrane domains and a dual specificity phosp
B 1_1’ LXP_668668 Cryptosporidium hominis TU502 EAL38437 Cryptosporidium hominis transmembrane phosphatase with tensin y isoform C/transmembrane phosphatase with tensin y isoform C
8 EAR85707 Tetrahymena thermophila SB210 hypothetical protein TTHERM_00421160
XP_643506 Dictyostelium discoideum AX4 EAL69683 Dictyostelium discoideum hypothetical protein DDB0217695/hypothetical protein DDB0217695
49 XP_656532 Entamoeba histolytica HM-1:IMSS EAL51146 phosphatidylinositol-3,4,5-trisphosphate 3-phosphatase, putative/phosphatidylinositol-3,4,5-trisphosphate 3-phosphatase, putative
4'9—8—:XP_652082 Entamoeba histolytica HM-1:IMSS EAL46696 phosphatidylinositol-3,4,5-trisphosphate 3-phosphatase, putative/phosphatidylinositol-3,4,5-trisphosphate 3-phosphatase, putative
5 XP_654831 Entamoeba histolytica HM-1:IMSS EAL49445 phosphatidylinositol-3,4,5-trisphosphate 3-phosphatase/phosphatidylinositol-3,4,5-trisphosphate 3-phosphatase, putative
] EAS06714 Tetrahymena thermophila SB210 hypothetical protein TTHERM_00688540
100 —CAEG68927 Caenorhabditis briggsae Hypothetical protein CBG14906
L—NP_491639 Caenorhabditis elegans P91301 AAK21381 Temporarily Assigned Gene name family member (tag-83)/YLPK_CAEEL Hypothetical protein F46F11.3 in chromosome |/Temporarily assigned gene name protein 83
21 CAF98238 Tetraodon nigroviridis unnamed protein product
78 CAF96689 Tetraodon nigroviridis unnamed protein product
2 57 ﬁEXP_GQMGQ Danio rerio PREDICTED: similar to tensin like C1 domain containing phosphatase isoform 1
— 70 93 XP_692432 Danio rerio XP_694212 PREDICTED: similar to tensin like C1 domain containing phosphatase isoform 1, partial/PREDICTED: similar to tensin like C1 domain containing phosphatase isoform 1
99 XP_509087 Pan troglodytes NP_056134 Homo sapiens NP_736610 NP_938072 AAL14641 BAA83027 AAM74225 AAN03866 CAH56176 AAI10855 PREDICTED: similar to KIAA1075 protein/tensin like C1 domain containing phosphatase isoform 1 /tensin like C1 domain containi
P XP_591856 Bos taurus NP_705761 Mus musculus XP_235710 Rattus norvegicus AAN32753 Mus musculus AAH42190 BAE28139 BAE34316 PREDICTED: similar to tensin like C1 domain containing phosphatase isoform 2/C1 domain-containing phosphatase and tensin-li
] ——NP_990786 Gallus gallus Q04205 A57075 CAA79215 AAA49087 AAA73949 AAA59053 tensin 1/TENS_CHICK Tensin /A57075 tensin - chicken (fragment) /tensin /tensin/tensin/cardiac muscle tensin
66 67 XP_516082 Pan troglodytes NP_072174 Homo sapiens Q9HBLO AAG33700 AAH51304 AAH71905 AAX88952 PREDICTED: similar to tensin/tensin /TENS1_HUMAN Tensin-1/tensin /TNS1 protein /TNS1 protein /unknown
— S82XP_545639 Canis familiaris PREDICTED: similar to Tensin
7U-NP_777191 Bos taurus Q9GLM4 AAG33701 tensin/TENS1_BOVIN Tensin-1/tensin
P_237286 Rattus norvegicus PREDICTED: similar to tensin
2] P_916348 Mus musculus XP_619639 PREDICTED: similar to Tensin/PREDICTED: tensin 1
CAGO07575 Tetraodon nigroviridis unnamed protein product
23 87 | 76 XP_594710 Bos taurus PREDICTED: similar to tensin-like SH2 domain containing 1
{E(PJ 09868 Mus musculus XP_341257 Rattus norvegicus XP_519088 Pan troglodytes NP_073585 Homo sapiens BAC03993 AAN32667 BAC40948 Mus musculus AAH71791 Homo sapiens CAH18438 CAI24138 Mus musculus CAI25142 BAD92232 Homo sapiens PREDICTED: t
XP_418887 Gallus gallus PREDICTED: similar to tensin
15 XP_636914 Dictyostelium discoideum AX4 EAL63410 Dictyostelium discoideum putative countin receptor Cnr15/putative countin receptor Cnr15
_|—XP_635981 Dictyostelium discoideum AX4 EAL62502 Dictyostelium discoideum hypothetical protein DDB0219504/hypothetical protein DDB0219504
97 NP_730785 Drosophila melanogaster NP_649438 AAF52168 AAF52169 auxillin CG1107-PA, isoform A/auxillin CG1107-PB, isoform B /CG1107-PA, isoform A /CG1107-PB, isoform B
96 | |:EAL28782 Drosophila pseudoobscura GA10740-PA
I—XP_31 0244 Anopheles gambiae str. PEST EAA06048 ENSANGP00000005528/ENSANGP00000005528
72 ——  XP_788849 Strongylocentrotus purpuratus PREDICTED: similar to Cyclin G-associated kinase
98 XP_546673 Canis familiaris XP_865055 XP_233231 Rattus norvegicus XP_865074 Canis familiaris NP_777261 Bos taurus NP_940804 Mus musculus Q27974 Bos taurus AAA79037 BAC65575 Mus musculus AAH60734 AAH64460 BAE28000 BAE28039 BAE37443 PREDICTE
46 93 |:NP_055602 Homo sapiens BAA32318 CAI18997 CAI18999 CAI23547 CAI23548 AAH51722 AAI09281 AAI09280 Dnad (Hsp40) homolog, subfamily C, member 6/KIAA0473 protein /Dnad (Hsp40) homolog, subfamily C, member 6 /DnaJ (Hsp40) homolog, subfamily C, member 6 /Dna
69 XP_695738 Danio rerio PREDICTED: similar to DnaJ (Hsp40) homolog, subfamily C, member 6
I:XP_422527 Gallus gallus PREDICTED: similar to KIAA0473 protein
37 77NP_112292 Rattus norvegicus P97874 BAA18911 cyclin G associated kinase/GAK_RAT Cyclin G-associated kinase /cyclinG-associated kinase
[ 25 | NP_705797 Mus musculus Q99KY4 BAC28779 AAH60622 AAH65052 BAE27365 BAE38941 BAE29316 cyclin G associated kinase/GAK_MOUSE Cyclin G-associated kinase/unnamed protein product /Cyclin G associated kinase /Cyclin G associated kinase /unnamed protein produ
AAI05344 Bos taurus Unknown (protein for MGC:127293)
NP_005246 Homo sapiens XP_517051 Pan troglodytes 014976 Homo sapiens BAA22623 AAH85005 CAH90237 Pongo pygmaeus BAD92091 Homo sapiens cyclin G associated kinase/PREDICTED: similar to Cyclin G associated kinase /GAK_HUMAN Cyclin G-associated ki
XP_424873 Gallus gallus PREDICTED: similar to Cyclin G-associated kinase
59 CAG08624 Tetraodon nigroviridis unnamed protein product
CAI21335 Danio rerio novel protein similar to vertebrate cyclin G associated kinase (GAK)
XP_655519 Entamoeba histolytica HM-1:IMSS EAL50131 Pten 3-phosphoinositide phosphatase/Pten 3-phosphoinositide phosphatase, putative
NP_596312 Schizosaccharomyces pombe 972h- CAA22831 Schizosaccharomyces pombe hypothetical protein SPBC609.02/SPBC609.02
% XP_456162 Kluyveromyces lactis NRRL Y-1140 CAG98870 unnamed protein product/unnamed protein product
58 NP_987007 Eremothecium gossypii AAS54831 Ashbya gossypii ATCC 10895 AGR341Cp/AGR341Cp
17 XP_448956 Candida glabrata CBS 138 CAG61926 unnamed protein product/unnamed protein product
1 52 '133| NP_014271 Saccharomyces cerevisiae P53916 CAA86897 CAA96010 Homolog of human tumor suppressor gene PTEN/MMAC1/TEP1 that has lipid phosphatase activity and is linked to the phosphatidylinositol signaling pathway; plays a role in normal sporulation; Te
AAR88367 Zygosaccharomyces rouxii TEP1 protein
70 XP_710767 Candida albicans SC5314 XP_710748 XP_888880 EAK91500 EAK91519 BAE44777 Candida albicans protein tyrosine phosphatase/hypothetical protein Ca019.3699 /hypothetical protein CaJ7.0306 /hypothetical protein Ca019.3699 /hypothetical protein Ca
9| 22 I XP_457227 Debaryomyces hansenii CBS767 CAG85222 hypothetical protein DEHA0OB05984g/unnamed protein product
| 7 | 51 XP_962609 Neurospora crassa N150 XP_327255 Neurospora crassa EAA33373 hypothetical protein/hypothetical protein /hypothetical protein
99 —%XP_SGZQZ Magnaporthe grisea 70-15 hypothetical protein MG08005.4
XP_385158 Gibberella zeae PH-1 EAA74849 hypothetical protein FG04982.1/hypothetical protein FG04982.1
33 XP_755530 Aspergillus fumigatus Af293 EAL93492 Pten 3-phosphoinositide phosphatase alpha/Pten 3-phosphoinositide phosphatase alpha, putative
XP_567548 Cryptococcus neoformans var. neoformans JEC21 EAL18446 Cryptococcus neoformans var. neoformans B-3501A AAW46031 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein/hypothetical protein CNBJ0880 /conserved hypothetical pro
XP_629443 Dictyostelium discoideum AX4 EAL61009 Dictyostelium discoideum hypothetical protein DDB0191697/hypothetical protein DDB0191697
100 XP_812258 Trypanosoma cruzi strain CL Brener EAN90407 Trypanosoma cruzi tyrosine phosphatase isoform/tyrosine phosphatase isoform, putative
L-XP_811350 Trypanosoma cruzi strain CL Brener EAN89499 Trypanosoma cruzi tyrosine phosphatase isoform/tyrosine phosphatase isoform, putative
XP_762334 Ustilago maydis 521 EAK87091 hypothetical protein UM06187.1/hypothetical protein UM06187.1
89 XP_566871 Cryptococcus neoformans var. neoformans JEC21 EAL23344 Cryptococcus neoformans var. neoformans B-3501A AAW41052 Cryptococcus neoformans var. neoformans JEC21 phosphoprotein phosphatase/hypothetical protein CNBA4600 /phosphoprotein phosp
NP_594716 Schizosaccharomyces pombe 972h- Q9P7H1 Schizosaccharomyces pombe CAB76271 hypothetical protein SPAC1782.09¢c/FLP1_SCHPO Tyrosine-protein phosphatase CDC14 homolog (CDC fourteen-like phosphatase 1)/SPAC1782.09c
4 80 —XP_451828 Kluyveromyces lactis NRRL Y-1140 AAP88978 Kluyveromyces lactis CAH02221 Kluyveromyces lactis NRRL Y-1140 unnamed protein product/CDC14 /unnamed protein product
B 74 XP_504005 Yarrowia lipolytica CLIB122 CAG79598 hypothetical protein/unnamed protein product
—@EXP_461028 Debaryomyces hansenii CBS767 CAG89398 hypothetical protein DEHAOF16632g/unnamed protein product
XP_711268 Candida albicans SC5314 XP_711244 CAB85704 Candida albicans EAK92009 Candida albicans SC5314 EAK92033 protein phosphatase/protein phosphatase /protein phosphatase /hypothetical protein Ca019.4192 /hypothetical protein Ca019.11669
4 XP_662661 Aspergillus nidulans FGSC A4 EAA60051 hypothetical protein AN5057.2/hypothetical protein AN5057.2
95 rBAE57927 Aspergillus oryzae unnamed protein product
XP_754396 Aspergillus fumigatus Af293 EAL92358 protein-tyrosine phosphatase/protein-tyrosine phosphatase, putative
XP_362192 Magnaporthe grisea 70-15 hypothetical protein MG04637.4
XP_380719 Gibberella zeae PH-1 EAA68579 hypothetical protein FG00543.1/hypothetical protein FG00543.1
XP_963738 Neurospora crassa N150 XP_330682 Neurospora crassa EAA34502 hypothetical protein/hypothetical protein /hypothetical protein
EAQ93640 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_01875
79 I ZP_00767864 Chloroflexus aurantiacus J-10-fl EAO59023 hypothetical protein CaurDRAFT_3286/hypothetical protein CaurDRAFT_3286
L gnl|CMER|CMOS319C_hypothetical_protein,_conserved
25 21 EAS07254 Tetrahymena thermophila SB210 hypothetical protein TTHERM_01001470
72 15125_Cre
55 99 :ll\jP_501 178 Caenorhabditis elegans AAD14737 T12B3.1/Hypothetical protein T12B3.1
CAE61871 Caenorhabditis briggsae Hypothetical protein CBG05851
37 4 XP_393922 Apis mellifera PREDICTED: similar to protein tyrosine phosphatase domain containing 1 protein isoform 2
— NP_957182 Danio rerio AAH63976 hypothetical protein LOC393862/Hypothetical protein MGC77752
P_533558 Canis familiaris PREDICTED: similar to protein tyrosine phosphatase domain containing 1 protein isoform 1
22 P_818931 Homo sapiens NP_689635 XP_520702 Pan troglodytes BAB01622 Macaca fascicularis CAD13382 Homo sapiens AAO13168 AAH67120 CAI14621 protein tyrosine phosphatase domain containing 1 protein isoform 2/protein tyrosine phosphatase domain cont
XP_597527 Bos taurus XP_881010 PREDICTED: similar to protein tyrosine phosphatase domain containing 1 protein isoform 1 isoform 1/PREDICTED: similar to protein tyrosine phosphatase domain containing 1 protein isoform 2 isoform 2
XP_214440 Rattus norvegicus PREDICTED: similar to Expressed sequence AW456874
NP_997115 Mus musculus BAC35397 AAH66081 BAE20451 BAE20543 BAE21357 protein tyrosine phosphatase domain containing 1 protein/unnamed protein product /Expressed sequence AW456874 /unnamed protein product /Junnamed protein product /Junnamed protein produ
20 XP_699554 Danio rerio PREDICTED: similar to protein tyrosine phosphatase domain containing 1 protein isoform 2
CAG11346 Tetraodon nigroviridis unnamed protein product

ZP_01074762 Marinomonas sp. MED121 EAQ67763 tyrosine-specific protein phosphatase, putative/tyrosine-specific protein phosphatase, putative
gnl|CMER|CMT465C_similar_to_dual-specificity_phosphatase_laforin
gnl|CMER|CMN326C_similar_to_MAP_kinase_phosphatase-1
CAJ04506 Leishmania major hypothetical protein, conserved
XP_657240 Entamoeba histolytica HM-1:IMSS EAL51854 protein tyrosine phosphatase/protein tyrosine phosphatase, putative
100 rAAW25649 Schistosoma japonicum SJICHGC02067 protein
LAAW25877 Schistosoma japonicum AAX30135 unknown/SJCHGC00531 protein
XP_629773 Dictyostelium discoideum AX4 EAL61368 Dictyostelium discoideum hypothetical protein DDB0184168/hypothetical protein DDB0184168
83 85 99 XP_816345 Trypanosoma cruzi strain CL Brener EAN94494 Trypanosoma cruzi protein tyrosine phosphatase-like protein/protein tyrosine phosphatase-like protein, putative
50 l-XP_805801 Trypanosoma cruzi strain CL Brener EAN83950 Trypanosoma cruzi protein tyrosine phosphatase-likie protein/protein tyrosine phosphatase-likie protein, putative
97 nXP_816343 Trypanosoma cruzi strain CL Brener EAN94492 Trypanosoma cruzi protein tyrosine phosphatase/protein tyrosine phosphatase, putative

P_815397 Trypanosoma cruzi strain CL Brener EAN93546 Trypanosoma cruzi protein tyrosine phosphatase-like protein/protein tyrosine phosphatase-like protein, putative
XP_805262 Trypanosoma cruzi strain CL Brener XP_816678 EAN83411 Trypanosoma cruzi EAN94827 protein tyrosine phosphatase/protein tyrosine phosphatase /protein tyrosine phosphatase, putative /protein tyrosine phosphatase, putative
89 XP_314814 Anopheles gambiae str. PEST EAA10162 ENSANGP00000011052/ENSANGP00000011052
NP_723956 Drosophila melanogaster NP_609780 AAL26988 AAL49127 AAF53506 AAN10934 PRL-1 CG4993-PA, isoform A/PRL-1 CG4993-PB, isoform B /protein tyrosine phosphatase /RE55984p /CG4993-PA, isoform A /CG4993-PB, isoform B
—XP_418417 Gallus gallus PREDICTED: similar to xPRL-3
NP_116000 Homo sapiens 1R6H 075365 1V3A AAC29314 protein tyrosine phosphatase type IVA, member 3 isoform 1/A Chain A, Solution Structure Of Human Prl-3/TP4A3_HUMAN Protein tyrosine phosphatase type IVA protein 3 (Protein-tyrosine phosphatase 4a3) (Pr
NP_998346 Danio rerio AAH67186 protein tyrosine phosphatase 4a3/Protein tyrosine phosphatase 4a3
BAD22567 Xenopus laevis xPRL-3
CAGO00007 Tetraodon nigroviridis unnamed protein product
XP_581871 Bos taurus PREDICTED: similar to protein tyrosine phosphatase type IVA, member 3 isoform 1 isoform 1
P_856381 Canis familiaris XP_848534 XP_856428 PREDICTED: similar to protein tyrosine phosphatase type IVA, member 3 isoform 1 isoform 2/PREDICTED: similar to protein tyrosine phosphatase type IVA, member 3 isoform 1 isoform 1 /PREDICTED: similar to
P_343260 Rattus norvegicus NP_033001 Mus musculus Q9D658 BAB23091 BAB29456 AAH27445 AAH66043 CAJ18423 BAE25506 BAE42875 PREDICTED: similar to protein tyrosine phosphatase 4a3/protein tyrosine phosphatase 4a3 /TP4A3_MOUSE Protein tyrosine phosphata
AAC15875 Mus musculus mPRL-3
XP_232654 Rattus norvegicus PREDICTED: similar to protein tyrosine phosphatase 4a2
NP_001007776 Danio rerio AAH85425 hypothetical protein LOC493615/Hypothetical protein LOC493615
CAF90562 Tetraodon nigroviridis unnamed protein product
NP_001008461 Gallus gallus CAG32392 protein tyrosine phosphatase type IVA, member 1/hypothetical protein
BAD22565 Xenopus laevis xPRL-1
AH77539 Xenopus laevis Ptp4al-prov protein
NP_001008023 Xenopus tropicalis AAH80902 CAJ82646 MGC79517 protein/MGC79517 protein /protein tyrosine phosphatase type IVA, member 1
Q5R7J8 Pongo pygmaeus CAH92262 TP4A1_PONPY Protein tyrosine phosphatase type IVA protein 1 (Protein-tyrosine phosphatase 4a1) (Protein-tyrosine phosphatase of regenerating liver 1) (PRL-1)/hypothetical protein
P_485833 Mus musculus PREDICTED: similar to protein tyrosine phosphatase 4a1 isoform 1
411 ZCL Rattus norvegicus 1ZCL B Chain B, Prl-1 C104s Mutant In Complex With Sulfate/A Chain A, Prl-1 C104s Mutant In Complex With Sulfate
XP_343759 Rattus norvegicus PREDICTED: similar to protein tyrosine phosphatase 4a1
P_852876 Canis familiaris PREDICTED: similar to protein tyrosine phosphatase 4a1 isoform 1
P_869070 Bos taurus XP_899346 root XP_909390 Mus musculus NP_003454 Homo sapiens XP_927064 Mus musculus XP_538984 Canis familiaris XP_916395 Mus musculus XP_527425 Pan troglodytes NP_035330 Mus musculus XP_866965 Canis familiaris NP
LXP_594791 Bos taurus PREDICTED: similar to protein tyrosine phosphatase 4a1
XP_696080 Danio rerio PREDICTED: similar to protein tyrosine phosphatase 4a3
XP_782799 Strongylocentrotus purpuratus PREDICTED: similar to protein tyrosine phosphatase 4a1
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