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Smo_APRR7914980126_1 Smo_APRR7_24_1
ABD32712 Medicago truncatula Response regulator receiver; CCT

AT2G46790 = NP_566085 Q8L500 AAF86253 BAB13741 AAC33497 BAD95319 APRR9 (PSEUDO-RESPONSE REGULATOR 9); transcription regulator/APRR9_ARATH Two-component response regulator-like APRR9 (Pseudo-response regulator 9) /timing of CAB expression 1-like prot35
AT5G24470 = NP_568446 Q6LA42 BAB08930 BAB13743 AAL32986 AAN28873 APRR5 (PSEUDO-RESPONSE REGULATOR 5); transcription regulator/APRR5_ARATH Two-component response regulator-like APRR5 (Pseudo-response regulator 5)/unnamed protein product /pseudo-respo37

Q689G6 Oryza sativa BAD38857 Oryza sativa (japonica cultivar-group) BAD46023 BAD46270 PRR95_ORYSA Two-component response regulator-like PRR95 (Pseudo-response regulator 95) (OsPRR95)/pseudo-response regulator 95 /peudo-response regulator-like /peudo
BAE72699 Lemna paucicostata pseudo-response regulator 95 homologue

BAE72702 Lemna gibba pseudo-response regulator 95 homologue100
37

39

BAE72698 Lemna paucicostata pseudo-response regulator 59 homologue
BAE72701 Lemna gibba pseudo-response regulator 59 homologue100

ABA91559 Oryza sativa (japonica cultivar-group) timing of CAB expression 1, putative93

AT5G60100 = NP_568919 Q9LVG4 BAA96939 BAB13744 AAY62604 APRR3 (PSEUDO-RESPONSE REGULATOR 3); transcription regulator/APRR3_ARATH Two-component response regulator-like APRR3 (Pseudo-response regulator 3) /unnamed protein product /pseudo-response regu
AAY62605 Arabidopsis thaliana pseudo response regulator 3100

XP_493854 Oryza sativa (japonica cultivar-group) Q689G4 Oryza sativa AAN64489 Oryza sativa (japonica cultivar-group) BAD38856 BAD38859 Oryza sativa (indica cultivar-group) putative pseudo-response regulator/PRR73_ORYSA Two-component response re
XP_479630 Oryza sativa (japonica cultivar-group) Q689G8 Oryza sativa BAC84066 Oryza sativa (japonica cultivar-group) BAD38855 putative pseudo-response regulator/PRR37_ORYSA Two-component response regulator-like PRR37 (Pseudo-response regulator 37

AAY17586 Hordeum vulgare subsp. vulgare AAY42109 AAY42110 AAY42111 Hordeum vulgare AAY42112 Hordeum vulgare subsp. vulgare AAY42113 Hordeum vulgare subsp. spontaneum pseudo-response regulator/pseudo-response regulator PPD-H1 /pseudo-response re57
91

BAE72700 Lemna gibba pseudo-response regulator 37 homologue
BAE72697 Lemna paucicostata pseudo-response regulator 37 homologue100

AT5G02810 = NP_568107 Q93WK5 CAB86035 BAB13742 AAK64047 AAN13129 APRR7 (PSEUDO-RESPONSE REGULATOR 7); transcription regulator/APRR7_ARATH Two-component response regulator-like APRR7 (Pseudo-response regulator 7) /putative protein /pseudo-response re60
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Smo_APRR7_31_1

XP_466770 Oryza sativa (japonica cultivar-group) Q689G9 Oryza sativa BAD21598 Oryza sativa (japonica cultivar-group) BAD21456 BAD38854 putative timing of CAB expression 1/PRR1_ORYSA Two-component response regulator-like PRR1 (Pseudo-response regu
AAQ73525 Mesembryanthemum crystallinum timing of CAB expression 1

AT5G61380 = NP_200946 Q9LKL2 BAA94547 AAF86252 BAB08493 AAM19772 AAO64751 TOC1 (TIMING OF CAB1 1); transcription regulator/APRR1_ARATH Two-component response regulator-like APRR1 (Pseudo-response regulator 1) (Timing of CAB expression 1) (ABI3-inter
T52076 Arabidopsis thaliana CAB75508 T52076 ABI3-interacting protein aip1/ABI3-interacting protein, AIP1100

AAU20772 Castanea sativa timing of CAB expression 1 protein66
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Ppa_APRR7_40_1
Ppa_APRR7_20_1100
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gnl|CMER|CME043C_hypothetical_protein,_conserved
BAD37550 Oryza sativa (japonica cultivar-group) putative constans

XP_506861 Oryza sativa (japonica cultivar-group) XP_466669 BAD19225 PREDICTED OJ1476_F05.18 gene product/putative COL1 protein /putative COL1 protein
AAM74069 Hordeum vulgare subsp. vulgare AAM74070 CONSTANS-like protein/CONSTANS-like protein

XP_473042 Oryza sativa (japonica cultivar-group) CAE03116 OSJNBa0067K08.19/OSJNBa0067K08.1988
99

AT5G57660 = NP_568863 Q9FHH8 BAB09583 AAL15263 AAL85993 AAM45054 AAM65968 transcription factor/zinc ion binding /COL5_ARATH Zinc finger protein CONSTANS-LIKE 5/CONSTANS-like B-box zinc finger protein-like /AT5g57660/MRI1_1 /putative CONSTANS B-box z
AAD22518 Pinus radiata zinc finger protein
AAC35496 Raphanus sativus CONSTANS-like 1 protein

AT2G24790 = NP_180052 Q9SK53 AAD23033 AAL25546 AAM15476 AAM98244 AAN72118 transcription factor/zinc ion binding /COL3_ARATH Zinc finger protein CONSTANS-LIKE 3/CONSTANS-like B-box zinc finger protein /At2g24790/F27A10.10 /CONSTANS-like B-box zinc fi
AAM62947 Arabidopsis thaliana zinc finger protein constans-like 881

100

AT5G24930 = NP_197875 Q940T9 transcription factor/zinc ion binding /COL4_ARATH Zinc finger protein CONSTANS-LIKE 4
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