
AT1G71270 = NP_565015 AAG51892 AAK56274 AAO42771 POK (POKY POLLEN TUBE)/ARE1-like protein; 78992-73047 /At1g71270/F3I17_8 /At1g71270/F3I17_8
DAA01355 Arabidopsis thaliana TPA: TPA_exp: ARE1-like protein

AT1G71300 = NP_177286 AAG51887 DAA01356 unknown protein/ARE1-like protein; 68800-64545 /TPA: TPA_exp: ARE1-like protein P2
XP_468714 Oryza sativa (japonica cultivar-group) AAP44621 AAR01694 putative Vps52/Sac2 family protein /putative Vps52 /Sac2 family protein /ARE1-like protein

Smo_POK_2_1 Smo_POK_1_1
Ppa_POK_1_1
NP_922083 Oryza sativa (japonica cultivar-group) AAL31062 ABB47807 putative ARE1 protein/putative ARE1 protein /ARE1 protein, putative

XP_871888 Bos taurus XP_884179 XP_884059 PREDICTED: similar to suppressor of actin mutations 2-like isoform 2/PREDICTED: similar to suppressor of actin mutations 2-like isoform 6 /PREDICTED: similar to suppressor of actin mutations 2-like isoform 3
XP_532105 Canis familiaris XP_851076 XP_863009 Q5TJF0 CAI11437 CAI11438 PREDICTED: similar to suppressor of actin mutations 2-like isoform a isoform 1/PREDICTED: similar to suppressor of actin mutations 2-like isoform a isoform 2 /PREDICTED: similar
NP_072047 Homo sapiens Q8N1B4 CAD18902 Macaca mulatta AAH32108 Homo sapiens AAH40114 CAI18075 CAI17654 CAI17655 CAI41846 CAI41847 BAD96587 CAI95618 CAI95619 suppressor of actin mutations 2-like/VPS52_HUMAN Vacuolar protein sorting protein 52 (SAC
XP_622836 Mus musculus NP_766208 NP_149088 Rattus norvegicus Q8C754 Mus musculus O55166 Rattus norvegicus AAC69899 Mus musculus CAA11566 Rattus norvegicus AAC97979 Mus musculus BAC34741 BAC35024 AAH63329 CAE83926 Rattus norvegicus BAE206

XP_395807 Apis mellifera XP_623294 PREDICTED: similar to CG7371-PA/PREDICTED: similar to suppressor of actin mutations 2-like isoform b
NP_608931 Drosophila melanogaster AAF52254 AAO45211 CG7371-PA/CG7371-PA /RE59171p
EAL34545 Drosophila pseudoobscura GA20303-PA

XP_318824 Anopheles gambiae str. PEST EAA14212 ENSANGP00000010198/ENSANGP00000010198
CAE70241 Caenorhabditis briggsae Hypothetical protein CBG16730

NP_509282 Caenorhabditis elegans AAA68727 F08C6.3/Hypothetical protein F08C6.3
3023_Cre

XP_382130 Gibberella zeae PH-1 EAA68850 hypothetical protein FG01954.1/hypothetical protein FG01954.1
XP_961910 Neurospora crassa N150 XP_324630 Neurospora crassa EAA32674 hypothetical protein/hypothetical protein /hypothetical protein
EAQ88211 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_04830

XP_369444 Magnaporthe grisea 70-15 hypothetical protein MG06020.4
XP_661618 Aspergillus nidulans FGSC A4 EAA59485 hypothetical protein AN4014.2/hypothetical protein AN4014.2
BAE58053 Aspergillus oryzae unnamed protein product

NP_596131 Schizosaccharomyces pombe 972h- CAB58163 Schizosaccharomyces pombe hypothetical protein SPBC336.11/SPBC336.11
XP_452361 Kluyveromyces lactis NRRL Y-1140 CAH01212 unnamed protein product/unnamed protein product

NP_984208 Eremothecium gossypii AAS52032 Ashbya gossypii ATCC 10895 ADR112Wp/ADR112Wp
NP_010772 Saccharomyces cerevisiae P39904 CAA82878 AAB64912 Component of the GARP (Golgi-associated retrograde protein) complex, Vps51p-Vps52p-Vps53p-Vps54p, which is required for the recycling of proteins from endosomes to the late Golgi; involved i
XP_446197 Candida glabrata CBS 138 CAG59121 unnamed protein product/unnamed protein product

XP_719419 Candida albicans SC5314 EAL00534 hypothetical protein CaO19_7660/hypothetical protein CaO19.7660
XP_571999 Cryptococcus neoformans var. neoformans JEC21 EAL19595 Cryptococcus neoformans var. neoformans B-3501A AAW44692 Cryptococcus neoformans var. neoformans JEC21 suppressor of action mutation 2-like protein/hypothetical protein CNBG2230 /su

EAS01785 Tetrahymena thermophila SB210 Vps52/Sac2 family protein
XP_807574 Trypanosoma cruzi strain CL Brener EAN85723 Trypanosoma cruzi hypothetical protein/hypothetical protein, conserved
XP_818432 Trypanosoma cruzi strain CL Brener EAN96581 Trypanosoma cruzi hypothetical protein/hypothetical protein, conserved

CAJ04641 Leishmania major hypothetical protein, conserved
gnl|CMER|CMS023C_similar_to_Golgi_associated_retrograde_protein_complex_component_VPS52

XP_629096 Dictyostelium discoideum AX4 EAL60683 Dictyostelium discoideum hypothetical protein DDB0191974/hypothetical protein DDB0191974
XP_645443 Dictyostelium discoideum AX4 AAO52643 Dictyostelium discoideum EAL71507 hypothetical protein DDB0168539/similar to Arabidopsis thaliana (Mouse-ear cress). At1g71270/F3I17_8 /hypothetical protein DDB0168539

XP_955381 Theileria annulata strain Ankara CAI75905 Theileria annulata hypothetical protein TA17735/hypothetical protein
XP_628979 Dictyostelium discoideum AX4 EAL60563 Dictyostelium discoideum hypothetical protein DDB0192114/hypothetical protein DDB0192114
XP_744905 Plasmodium chabaudi chabaudi CAH77398 Plasmodium chabaudi hypothetical protein/conserved hypothetical protein
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