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XP_667491 Cryptosporidium hominis TU502 EAL37275 Cryptosporidium hominis kinesin-related protein K2/kinesin-related protein K2

— P_491633 Caenorhabditis elegans AAB37830 M01E11.6/Kinesin-like protein protein 15

100 BAA92263 Caenorhabditis elegans kinesin like protein-15

NP_492527 Caenorhabditis elegans CAB02839 BAA92264 Kinesin-Like Protein family member (klp-16)/Hypothetical protein C41G7.2 /kinesin like protein

19 1297_Cre
2

NP_586147 Encephalitozoon cuniculi GB-M1 CAD25751 similarity to KINESIN-LIKE PROTEIN A/similarity to KINESIN-LIKE PROTEIN A
100 BAB83854 Oryzias latipes BAD93270 KNSL2/KNSL2
100 XP_689639 Danio rerio PREDICTED: similar to kinesin family member C1
AAF14560 Danio rerio CAD60638 kinesin-like protein 2/kinesin family member C1
100 AAH84431 Xenopus laevis Unknown (protein for MGC:86480)
LP79955 Xenopus laevis AAB40402 CTK2_XENLA Carboxy-terminal kinesin 2 (XCTK2)/carboxy-terminal kinesin 2
69-XP_588236 Bos taurus XP_884751 PREDICTED: similar to Kinesin-like protein KIFC1 (Kinesin-like protein 2) (Kinesin-related protein HSET) isoform 1/PREDICTED: similar to Kinesin-like protein KIFC1 (Kinesin-like protein 2) (Kinesin-related protein HSET)
NP_002254 Homo sapiens Q9BW19 BAA03509 CAA16157 CAB63782 AAH00712 AAH63567 AAH73878 CAI18269 CAI41792 AAH98438 kinesin family member C1/KIFC1_HUMAN Kinesin-like protein KIFC1 (Kinesin-like protein 2) (Kinesin-related protein HSET)/kinesin-related pro
NP_001005878 Rattus norvegicus AAH83827 kinesin family member C1/Kinesin family member C1
AC97970 Mus musculus AAH03753 AAH57162 AAI00329 KIFC1/Kinesin family member C5A /Kinesin family member C1, isoform 2 /Kinesin family member C1, isoform 2
AJ19646 Mus musculus kinesin-related protein KIFC5A
P_444403 Mus musculus AAF34646 kinesin family member C1 isoform 2/kinesin-related protein KIFC5A
NP_058041 Mus musculus BAA19676 kinesin family member C1 isoform 1/KIFC1
XP_920273 Mus musculus PREDICTED: similar to kinesin family member C1 isoform 2
CAA58559 Cricetulus griseus CHO2 antigen
XP_849869 Canis familiaris PREDICTED: similar to Kinesin-like protein KIFC1 (Kinesin-like protein 2) (Kinesin-related protein HSET)
100 ———XP_819018 Trypanosoma cruzi strain CL Brener EAN97167 Trypanosoma cruzi C-terminal motor kinesin/C-terminal motor kinesin, putative
L XP_ 828976 Trypanosoma brucei TREU927 EAN79864 Trypanosoma brucei C-terminal motor kinesin/C-terminal motor kinesin, putative
100 XP_663944 Asperqgillus nidulans FGSC A4 P28739 Emericella nidulans CAA45887 EAA58724 Aspergillus nidulans FGSC A4 kinesin-like protein KIpA/KLPA_EMENI Kinesin-like protein klpA/KLPA /KLPA_EMENI KINESIN-LIKE PROTEIN KLPA
XP_755761 Aspergillus fumigatus Af293 EAL93723 hypothetical protein Afu2g14280/kinesin family protein (KIpA), putative
BAES58689 Aspergillus oryzae unnamed protein product
100 |op AAO59278 Botryotinia fuckeliana kinesin
AAO59289 Cochliobolus heterostrophus kinesin

&4_—|:XP359975 Magnaporthe grisea 70-15 hypothetical protein MG05350.4
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EAQ86106 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_07359

XP_323937 Neurospora crassa XP_958282 Neurospora crassa N150 EAA29046 Neurospora crassa CAD70776 hypothetical protein/hypothetical protein /hypothetical protein /probable kinesin-related protein KLPA
L':AAOS%(N Gibberella moniliformis kinesin

AAC99460 Nectria haematococca kinesin related protein 1
83 NP_593458 Schizosaccharomyces pombe 972h- Q9US03 Schizosaccharomyces pombe CAB65811 hypothetical protein SPAC664.10/KLP2_SCHPO Kinesin-like protein 2/SPAC664.10
—1 NP_594189 Schizosaccharomyces pombe 972h- Q92376 Schizosaccharomyces pombe AAB88235 CAB16597 hypothetical protein SPAC3A11.14c/KLP1_SCHPO Kinesin-like protein 1/kinesin-like protein 1 /pki1
XP_452016 Kluyveromyces lactis NRRL Y-1140 CAH02409 unnamed protein product/unnamed protein product
NP_986919 Eremothecium gossypii AAS54743 Ashbya gossypii ATCC 10895 AGR253Wp/AGR253Wp
] —— XP_445628 Candida glabrata CBS 138 CAG58539 unnamed protein product/unnamed protein product
4 100 P_015467 Saccharomyces cerevisiae 1F9T P17119 3KAR AAA34715 AAB68281 Minus-end-directed microtubule motor that functions in mitosis and meiosis, localizes to the spindle pole body and localization is dependent on functional Cik1p, required for nucle
| 59 624 100 FOU Saccharomyces cerevisiae A Chain A, Crystal Structures Of Mutants Reveal A Signalling Pathway For Activation Of The Kinesin Motor Atpase
1F9V Saccharomyces cerevisiae A Chain A, Crystal Structures Of Mutants Reveal A Signalling Pathway For Activation Of The Kinesin Motor Atpase
1F9W Saccharomyces cerevisiae 1FOW B Chain B, Crystal Structures Of Mutants Reveal A Signalling Pathway For Activation Of The Kinesin Motor Atpase/A Chain A, Crystal Structures Of Mutants Reveal A Signalling Pathway For Activation Of The Kinesin Motor
99 XP_714133 Candida albicans SC5314 XP_714271 AAN85373 Candida albicans EAK95044 Candida albicans SC5314 EAK95198 hypothetical protein Ca019.11581/hypothetical protein Ca019.4100 /KARS /hypothetical protein Ca019.11581 /hypothetical protein Ca019.4

I XP_457057 Debaryomyces hansenii CBS767 CAG85043 hypothetical protein DEHA0B02068g/unnamed protein product
XP_760654 Ustilago maydis 521 CAE53638 Ustilago maydis EAK85389 Ustilago maydis 521 hypothetical protein UM04507.1/C-terminal kinesin /hypothetical protein UM04507.1
XP_647135 Dictyostelium discoideum AX4 AAC16438 Dictyostelium discoideum BAB21252 EAL73150 kinesin-related protein K2/kinesin-related protein K2 /Dd kinesin-related protein K2 /kinesin-related protein K2
XP_651474 Entamoeba histolytica HM-1:IMSS XP_651294 EAL45908 EAL46088 kinesin-like protein/kinesin-like protein /kinesin-like protein /kinesin-like protein
gnl|CMER|CMR497C_kinesin-related_protein
q 3139_Cre

89 Smo_ATK1_95_1 Smo_ATK1_19 _1
89 100 —| 100 -I:Ppa_ATK1_3_1
I Ppa_ATK1_57_1
Smo_ATK1_2_1 —Smo_ATK1_1_1 (pt2)
XP_473995 Oryza sativa (japonica cultivar-group) CAE04256 OSJNBa0089N06.17/0SIJNBa0089N06.17

97 100 AT5G54670 = NP_568811 P46875 BAA04674 BAB09933 AA024588 ATK3 (ARABIDOPSIS THALIANA KINESIN 3); microtubule motor/ATK3_ARATH Kinesin-3 (Kinesin-like protein C)/heavy chain polypeptide of kinesin-like protein /kinesin-like protein /At5g54670
_@[AT4GZ71 80 = NP_567768 P46864 BAA04673 ATK2 (ARABIDOPSIS THALIANA KINESIN 2); microtubule motor/ATK2_ARATH Kinesin-2 (Kinesin-like protein B)/heavy chain polypeptide of kinesin-like protein
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100 XP_476375 Oryza sativa (japonica cultivar-group) BAC81180 BAD31938 BAD31120 kinesin-related protein KLPA-like protein/kinesin-related protein KLPA-like protein /kinesin-related protein KLPA-like protein /kinesin-related protein KLPA-like protein 0807901 05700
I—XP7470522 Oryza sativa (japonica cultivar-group) AAP44761 putative kinesin heavy chain, 5'-partial/putative kinesin heavy chain, 5'-partial 030390862200
AT4G05190 = NP_192428 CAB81061 ATK5; microtubule motor/kinesin-like protein

|

AT4G21270 = NP_193859 Q07970 BAA01972 CAA17546 CAB79127 ATK1 (ARABIDOPSIS THALIANA KINESIN 1); microtubule motor/ATK1_ARATH Kinesin-1 (Kinesin-like protein A)/kinesin-like motor protein heavy chain /kinesin-related protein katA /kinesin-related prot —~CAA20193 Arabidopsis thaliana (pt3) is just a short entry
XP_768277 Giardia lamblia ATCC 50803 EAA38123 kinesin/GLP_44_27536_25659
100 XP_311552 Anopheles gambiae str. PEST EAA07222 ENSANGP00000010166/ENSANGP00000010166
—:EAL30282 Drosophila pseudoobscura GA20244-PA
XP_686105 Danio rerio PREDICTED: similar to MmKIF17
NP_065867 Homo sapiens Q9P2E2 AAR33039 AAH65927 kinesin family member 17/KIF17_HUMAN Kinesin-like protein KIF17 (KIF3-related motor protein)/kinesin isoform KIF17B /Kinesin family member 17
NP_034753 Mus musculus Q99PW8 BAB21099 BAE43328 kinesin family member 17/KIF17_MOUSE Kinesin-like protein KIF17 (MmKIF17) /MmKIF17 /unnamed protein product
10096_Cre
Ppa_ATK1_2_1
P_585173 Bos taurus NP_032470 Mus musculus NP_004789 Homo sapiens Q61771 Mus musculus O15066 Homo sapiens BAA05070 Mus musculus CAC16425 Homo sapiens BAC38996 Mus musculus BAC65540 BAA20815 Homo sapiens BAE27933 Mus musculus PREDIC
S 8}XP_215883 Rattus norvegicus PREDICTED: similar to mKIAA0359 protein
100 |LBAE28411 Mus musculus unnamed protein product
99 NP_001012852 Gallus gallus CAH65111 kinesin family member 3B/hypothetical protein
90 XP_792044 Strongylocentrotus purpuratus NP_999817 P46871 AAA87393 PREDICTED: similar to Kinesin-like protein KIF3B (Microtubule plus end-directed kinesin motor 3B), partial/kinesin Il 95 kDa /KRP95_STRPU Kinesin-1I 95 kDa subunit (KRP-85/95 95 kDa su
== L NP_741473 Caenorhabditis elegans AAF99085 CAA92295 F20C5.2a/KRP95 /Hypothetical protein F20C5.2a
XP_860803 Canis familiaris XP_860836 XP_861015 XP_861072 XP_531902 NP_008985 Homo sapiens Q9Y496 AAH39592 BAD93017 BAE01447 Macaca fascicularis AAI05210 Bos taurus PREDICTED: similar to Kinesin-like protein KIF3A (Microtubule plus end-directed
6jAAH40800 Mus musculus Kif5b protein
7184737 Mus musculus AAA20133 184737 kinesin heavy chain - mouse (fragment)/kinesin heavy chain
9 P_032474 Mus musculus NP_476550 Rattus norvegicus NP_004512 Homo sapiens P33176 Q61768 Mus musculus CAA46703 Homo sapiens AAB53940 Mus musculus AAH65267 Homo sapiens AAH80604 CAH71618 CAH89760 Pongo pygmaeus AAH90841 Mus musculus BAE2
XP_592085 Bos taurus XP_535154 Canis familiaris XP_877536 Bos taurus AAI05178 PREDICTED: similar to Kinesin heavy chain (Ubiquitous kinesin heavy chain) (UKHC) isoform 1/PREDICTED: similar to Kinesin heavy chain (Ubiquitous kinesin heavy chain) (
I-XP_418574 Gallus gallus PREDICTED: similar to Kinesin heavy chain (Ubiquitous kinesin heavy chain) (UKHC)

L:AAS87215 Stichococcus bacillaris KCBP-like kinesin
1501_Cre

100 AAG13460 Zea mays kinesin-like calmodulin binding protein
3B |-—XP7474262 Oryza sativa (japonica cultivar-group) AAO72660 CAE03597 OSJNBa0087024.20/kinesin-like calmodulin-binding protein-like protein /OSJNBa0087024.20
5T5G65930 = NP_851276 -NP—569622-AAB61712 AAC49901 BAB11140 ZWI (ZWICHEL); calmodulin binding/microtubule motor /ZWI (ZWICHEL); calmodulin binding /microtubule motor /kinesin-like protein /kinesin-like calmodulin-binding protein /kinesin-like calmodu
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calmodulin-binding protein/calmodulin-binding protein
t 1SDM Solanum tuberosum AAB37756 A Chain A, Crystal Structure Of Kinesin-Like Calmodulin Binding Protein/kinesin heavy chain-like protein
100 AAP41107 Gossypium hirsutum kinesin-like calmodulin binding protein
66 AAS89067 Picea abies KCBP-like kinesin
B 100 Ppa_ATK1 8 1
81 _|:Ppa,ATK1 7.1
100 80l ™| 100 rPpa_ATK1_25_1
Ppa_ATK1_1_1
35 36 Smo_ATK1_31_1
NP_999644 Strongylocentrotus purpuratus AAF04841 calmodulin-binding carboxy-terminal kinesin/kinesin-C
EARB88126 Tetrahymena thermophila SB210 Kinesin motor domain containing protein
9 XP_768228 Giardia lamblia ATCC 50803 EAA38074 calmodulin binding protein/GLP_714_26114_29632
90 NP_912834 Oryza sativa (japonica cultivar-group) unnamed protein product
I AT1G55550 = NP_564696 AAD10640 ATP binding/microtubule motor /Similar to Kinesin proteins

100 -I._AAC49393 Nicotiana tabacum kinesin-like protein

100

5_]' Ppa_ATK1_86_1
99 Smo_ATK1_115_1
100 i ————BAB40709 Nicotiana tabacum BY-2 kinesin-like protein 5 —ABA95119 Oryza sativa (japonica cultivar-group) hypothetical protein LOC_Os11g42800 (pt1)
L AT5G27950 = NP_198147 AAL58950 AAO11533 ATP binding/microtubule motor /AT5927950/F15F15_20 /At5927950/F15F15_20
AT5G27000 = NP_568491 T01775 081635 AAB61066 AAC32191 ATK4 (ARABIDOPSIS THALIANA KINESIN 4); microtubule motor/T01775 hypothetical protein A_IG002P16.12 - Arabidopsis thaliana/ATK4_ARATH Kinesin-4 (Kinesin-like protein D)/Similar to kinesin; coded f

1S

AAWO03152 Gossypium hirsutum kinesin

Smo_ATK1_104_1

Smo_ATK1_6_1

T3G44730 = NP_190059 AAB70034 ATP binding/microtubule motor /putative kinesin-like protein
AAK92458 Arabidopsis thaliana kinesin-like protein heavy chain

Smo_ATK1_123_1

4p—-Ppa_ATK1_22_1
19 &F Ppa_ATK1_73_1
i i Ppa_ATK1_21_1

100 XP_475731 Oryza sativa (japonica cultivar-group) AAT69670 putative kinesin/putative kinesin
57 BAD87516 Oryza sativa (japonica cultivar-group) BAD87915 putative kinesin heavy chain/putative kinesin heavy chain
99 AT1G18410 = NP_173277 AAF25983 ATP binding/microtubule motor /F15H18.10
3 AT1G73860 = NP_177527 AAG52083 AAG52533 ATP binding/microtubule motor /kinesin-related protein; 103921-99132 /putative kinesin; 97201-101676
58 100 AT5G41310 = NP_198947 ATP binding/microtubule motor
AT1G63640 = NP_974079 NP—76554+-AAG52420 ATP binding/microtubule motor /ATP binding /microtubule motor /kinesin-like protein; 73641-79546
XP_464774 Oryza sativa (japonica cultivar-group) BAD26164 putative Carboxy-terminal kinesin 2/putative Carboxy-terminal kinesin 2
2 4306_Cre
100 AT5G27550 = NP_198107 ATP binding/microtubule motor
XP_475205 Oryza sativa (japonica cultivar-group) AAT07647 AAU10796 putative kinesin-related protein/putative kinesin-related protein /putative kinesin
89 Smo_ATK1_124_1
100 Ppa_ATK1_11_1
48 Ppa_ATK1_76_1
59 38 100 || 80 ———AT1G72250 = NP_1 7737_0 AAG51_ 794 ATP binding/n_1icr9tubule motor /k?nesin, putative; 56847-62063
— FABAQQSSG Oryza sativa (japonica cultivar-group) kinesin TO9N14.6, putative
AT2G22610 = NP_179846 ATP binding/microtubule motor
81 gnl|CMER|CMT097C_kinesin-related_protein,_C-terminal_motor_subfamily
I 2983_Cre
100 —CAE59840 Caenorhabditis briggsae Hypothetical protein CBG03312
L_NP_001022332 Caenorhabditis elegans P45962 CAA85331 Kinesin-Like Protein family member (klp-3)/KLP3_CAEEL Kinesin-like protein klp-3/Hypothetical protein TO9A5.2a
100 AAB39558 Morone saxatilis microtubule-based motor protein
XP_696785 Danio rerio PREDICTED: similar to microtubule-based motor protein
XP_544385 Canis familiaris PREDICTED: similar to kinesin family member C3
100 84 7$-XP_585785 Bos taurus PREDICTED: similar to kinesin family member C3
[ | P_005541 Homo sapiens Q9BVG8 AAC24153 AAH01211 AAH08014 AAH41132 CAH92955Pongo pygmaeus BAD92527 Homo sapiens kinesin family member C3/KIFC3_HUMAN Kinesin-like protein KIFC3/microtubule-based motor /Kinesin family member C3 /Similar to kinesin
100 ™I AAH34234 Homo sapiens KIFC3 protein
94 100 NP_034761 Mus musculus 035231 AAC39967 AAH04069 AAH16118 AAH23374 AAH70429 BAE22727 BAE21409 kinesin family member C3/KIFC3_MOUSE Kinesin-like protein KIFC3/kinesin motor protein KIFC3 /Kifc3 protein /Kifc3 protein /Kifc3 protein /Kinesin family memb
XP_240978 Rattus norvegicus PREDICTED: similar to Kifc3 protein
L XP_413996 Gallus gallus PREDICTED: similar to Cyclic-nucleotide-gated cation channel 4 (CNG channel 4) (CNG-4) (CNG4) (Cyclic nucleotide-gated cation channel modulatory subunit)
100 rAAI10978 Xenopus laevis Unknown (protein for MGC:132332)
LAAH70689 Xenopus laevis LOC431838 protein
100 —XP_690806 Danio rerio PREDICTED: similar to kinesin family member C3
L—CAG11970 Tetraodon nigroviridis unnamed protein product
XP_790655 Strongylocentrotus purpuratus PREDICTED: similar to kinesin family member C3
L:XP_& 9469 Trypanosoma cruzi strain CL Brener EAN97618 Trypanosoma cruzi C-terminal motor kinesin/C-terminal motor kinesin, putative
CAJ07111 Leishmania major C-terminal motor kinesin, putative
XP_827967 Trypanosoma brucei TREU927 AAG33641 Trypanosoma brucei EAN78855 C-terminal motor kinesin/C-terminal kinesin KIFC1 /C-terminal motor kinesin, putative
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