
AT5G03280 = NP_195948 Q9S814 AAD41076 AAD41077 CAB83284 BAB08388 EIN2 (ETHYLENE INSENSITIVE 2); transporter/EIN2_ARATH Ethylene-insensitive protein 2 (EIN-2) (AtEIN2) (Cytokinin resistant protein AtCKR1) /EIN2 /EIN2 /EIN2 /EIN2
AAQ95276 Oryza sativa (japonica cultivar-group) EIN2

BAD31350 Oryza sativa (japonica cultivar-group) putative EIN2
XP_469414 Oryza sativa (japonica cultivar-group) putative manganese transport protein

Ppa_EIN2_3_1
Smo_EIN2_3_1

1012_Cre
gnl|CMER|CMT180C_manganese_transport_protein

XP_643409 Dictyostelium discoideum AX4 AAO53127 Dictyostelium discoideum EAL69658 hypothetical protein DDB0217668/similar to Brucella suis 1330. Mn2+/Fe2+ transporter, NRAMP family /hypothetical protein DDB0217668
ZP_00521024 Solibacter usitatus Ellin6076 EAM60010 Natural resistance-associated macrophage protein/Natural resistance-associated macrophage protein

NP_464949 Listeria monocytogenes EGD-e YP_014041 Listeria monocytogenes str. 4b F2365 ZP_00232985 Listeria monocytogenes str. 1/2a F6854 ZP_00230500 Listeria monocytogenes str. 4b H7858 Q71ZP6 Listeria monocytogenes str. 4b F2365 Q8Y773 Liste
NP_470799 Listeria innocua Clip11262 Q92BT1 Listeria innocua CAC96694 putative manganese transport protein MntH/MNTH_LISIN Probable manganese transport protein mntH /lin1463

YP_253762 Staphylococcus haemolyticus JCSC1435 BAE05156 Mn2+/Fe2+ transporter, NRAMP family /Mn2+/Fe2+ transporter, NRAMP family
NP_374223 Staphylococcus aureus subsp. aureus N315 YP_499601 Staphylococcus aureus subsp. aureus NCTC 8325 YP_493703 Staphylococcus aureus subsp. aureus USA300 YP_043164 Staphylococcus aureus subsp. aureus MSSA476 YP_185978 Staphylococcus aureu
NP_371629 Staphylococcus aureus subsp. aureus Mu50 Q931T9 BAB57267 Mn2+transport protein/MNTH_STAAM Probable manganese transport protein mntH/Mn2+transport protein
YP_040492 Staphylococcus aureus subsp. aureus MRSA252 Q6GHY0 CAG40081 putative manganese transport protein/MNTH_STAAR Probable manganese transport protein mntH /putative manganese transport protein
YP_416455 Staphylococcus aureus RF122 CAI80659 probable Mn2+/Fe2+ transporter /probable Mn2+/Fe2+ transporter

NP_764358 Staphylococcus epidermidis ATCC 12228 Q8CPM6 AAO04400 Mn2+-transport protein/MNTH_STAES Probable manganese transport protein mntH/Mn2+-transport protein
YP_188276 Staphylococcus epidermidis RP62A Q5HQ64 AAW54079 Mn2+/Fe2+ transporter, NRAMP family /MNTH_STAEQ Probable manganese transport protein mntH/Mn2+/Fe2+ transporter, NRAMP family

YP_301775 Staphylococcus saprophyticus subsp. saprophyticus ATCC 15305 BAE18830 putative manganese transport protein/putative manganese transport protein
NP_871121 Wigglesworthia glossinidia endosymbiont of Glossina brevipalpis BAC24264 hypothetical protein WGLp118/b2392

ZP_00323629 Pediococcus pentosaceus ATCC 25745 COG1914: Mn2+ and Fe2+ transporters of the NRAMP family
NP_815583 Enterococcus faecalis V583 AAO67366 Enterococcus faecalis AAO81653 Enterococcus faecalis V583 Mn2+/Fe2+ transporter, NRAMP family /proton-dependent manganese transporter group C beta 2 /Mn2+/Fe2+ transporter, NRAMP family

YP_396312 Lactobacillus sakei subsp. sakei 23K CAI56006 Mn(2+)/Fe(2+) transport protein /Mn(2+)/Fe(2+) transport protein
ZP_00109210 Nostoc punctiforme PCC 73102 COG1914: Mn2+ and Fe2+ transporters of the NRAMP family

NP_478248 Nostoc sp. PCC 7120 Q8ZSB0 BAB77244 putative manganese transport protein MntH/MNTH_ANASP Probable manganese transport protein mntH/manganese transport protein
ZP_00052649 Magnetospirillum magnetotacticum MS-1 COG1914: Mn2+ and Fe2+ transporters of the NRAMP family

NP_642362 Xanthomonas axonopodis pv. citri str. 306 Q8PKX1 Xanthomonas axonopodis pv. citri AAM36898 Xanthomonas axonopodis pv. citri str. 306 putative manganese transport protein MntH/MNTH_XANAC Probable manganese transport protein mntH/manganes
YP_200844 Xanthomonas oryzae pv. oryzae KACC10331 YP_451103 Xanthomonas oryzae pv. oryzae MAFF 311018 AAW75459 Xanthomonas oryzae pv. oryzae KACC10331 BAE68829 Xanthomonas oryzae pv. oryzae MAFF 311018 putative manganese transport protein MntH/

YP_363928 Xanthomonas campestris pv. vesicatoria str. 85-10 CAJ23874 putative manganese transport protein MntH/manganese transport protein
YP_243030 Xanthomonas campestris pv. campestris str. 8004 NP_637527 Xanthomonas campestris pv. campestris str. ATCC 33913 Q8P8R8 Xanthomonas campestris pv. campestris AAM41451 Xanthomonas campestris pv. campestris str. ATCC 33913 AAY49010 Xanth

ZP_00680047 Xylella fastidiosa Ann-1 ZP_00651920 Xylella fastidiosa Dixon EAO13243 EAO34430 Xylella fastidiosa Ann-1 Natural resistance-associated macrophage protein/Natural resistance-associated macrophage protein /Natural resistance-associated
NP_298305 Xylella fastidiosa 9a5c Q9PEL3 Xylella fastidiosa AAF83825 Xylella fastidiosa 9a5c putative manganese transport protein MntH/MNTH_XYLFA Probable manganese transport protein mntH /manganese transport protein
ZP_00684110 Xylella fastidiosa Ann-1 EAO30355 Natural resistance-associated macrophage protein/Natural resistance-associated macrophage protein
NP_778543 Xylella fastidiosa Temecula1 Q87EJ9 AAO28192 putative manganese transport protein MntH/MNTH_XYLFT Probable manganese transport protein mntH/manganese transport protein

ZP_00138410 Pseudomonas aeruginosa UCBPP-PA14 ZP_00970841 Pseudomonas aeruginosa 2192 AAD46619 Pseudomonas aeruginosa COG1914: Mn2+ and Fe2+ transporters of the NRAMP family/COG1914: Mn2+ and Fe2+ transporters of the NRAMP family /NRAMP protein M
ZP_00965054 Pseudomonas aeruginosa C3719 COG1914: Mn2+ and Fe2+ transporters of the NRAMP family
NP_249500 Pseudomonas aeruginosa PAO1 Q9RPF2 Pseudomonas aeruginosa AAG04198 Pseudomonas aeruginosa PAO1 putative manganese transport protein MntH/MNTH2_PSEAE Manganese transport protein mntH2/probable transporter

YP_318524 Nitrobacter winogradskyi Nb-255 ABA05172 putative manganese transport protein MntH/Mn2+ and Fe2+ transporters of the NRAMP family
ZP_01047391 Nitrobacter sp. Nb-311A EAQ34662 putative manganese transport protein MntH/putative manganese transport protein MntH

ZP_00627357 Nitrobacter hamburgensis X14 EAN59501 Natural resistance-associated macrophage protein/Natural resistance-associated macrophage protein
NP_771684 Bradyrhizobium japonicum USDA 110 Q89K67 Bradyrhizobium japonicum BAC50309 Bradyrhizobium japonicum USDA 110 AAO38774 Bradyrhizobium japonicum putative manganese transport protein MntH/MNTH_BRAJA Probable manganese transport protein m

YP_192459 Gluconobacter oxydans 621H AAW61803 putative manganese transport protein MntH/Manganese transport protein MntH
NP_103831 Mesorhizobium loti MAFF303099 Q98I99 Mesorhizobium loti BAB49617 Mesorhizobium loti MAFF303099 putative manganese transport protein MntH/MNTH_RHILO Probable manganese transport protein mntH /manganese transport protein

ZP_00859848 Bradyrhizobium sp. BTAi1 EAP30309 Natural resistance-associated macrophage protein/Natural resistance-associated macrophage protein
ZP_00848456 Rhodopseudomonas palustris BisB18 ABD88198 Natural resistance-associated macrophage protein/NRAMP family Mn2+/Fe2+ transporters
ZP_00805883 Rhodopseudomonas palustris BisB5 EAO84582 Natural resistance-associated macrophage protein/Natural resistance-associated macrophage protein
ZP_00808875 Rhodopseudomonas palustris BisA53 EAO91093 Natural resistance-associated macrophage protein/Natural resistance-associated macrophage protein

NP_948048 Rhodopseudomonas palustris CGA009 CAE28147 putative manganese transport protein MntH/manganese transport protein
YP_222127 Brucella abortus biovar 1 str. 9-941 NP_539486 Brucella melitensis 16M YP_414832 Brucella melitensis biovar Abortus 2308 NP_698439 Brucella suis 1330 P65545 Brucella melitensis biovar Suis P65544 Brucella melitensis AAL51750 Bruce

NP_354720 Agrobacterium tumefaciens str. C58 NP_532419 Q8UEM1 AAK87505 AAL42735 putative manganese transport protein MntH/putative manganese transport protein MntH /MNTH_AGRT5 Probable manganese transport protein mntH /AGR_C_3186p /manganese transpor
ZP_00614119 Mesorhizobium sp. BNC1 EAN04882 Natural resistance-associated macrophage protein/Natural resistance-associated macrophage protein

YP_468416 Rhizobium etli CFN 42 ABC89689 manganese transporter protein/manganese transporter protein
YP_298606 Ralstonia eutropha JMP134 AAZ63762 Natural resistance-associated macrophage protein/Natural resistance-associated macrophage protein

ZP_00894135 root ZP_00890196 Burkholderia pseudomallei 1106a COG1914: Mn2+ and Fe2+ transporters of the NRAMP family/COG1914: Mn2+ and Fe2+ transporters of the NRAMP family
ZP_00445585 Burkholderia mallei NCTC 10247 COG1914: Mn2+ and Fe2+ transporters of the NRAMP family
ZP_01096222 root ZP_01025505 Burkholderia mallei 10229 ZP_01009772 Burkholderia mallei SAVP1 COG1914: Mn2+ and Fe2+ transporters of the NRAMP family/COG1914: Mn2+ and Fe2+ transporters of the NRAMP family /COG1914: Mn2+ and Fe2+ transporters of t
ZP_00487213 Burkholderia pseudomallei 668 ZP_00938168 Burkholderia pseudomallei 406e ZP_00468781 root YP_108174 Burkholderia pseudomallei K96243 ZP_00494280 root ZP_00501670 CAH35555 Burkholderia pseudomallei K96243 COG1914: Mn2+ and Fe2+ t
YP_333706 Burkholderia pseudomallei 1710b ZP_00478791 root ABA49340 Burkholderia pseudomallei 1710b manganese transport protein/COG1914: Mn2+ and Fe2+ transporters of the NRAMP family /manganese transport protein

YP_442796 Burkholderia thailandensis E264 ABC38269 manganese/iron transporter, NRAMP family /manganese/iron transporter, NRAMP family
ZP_00284431 Burkholderia xenovorans LB400 COG1914: Mn2+ and Fe2+ transporters of the NRAMP family

YP_259369 Pseudomonas fluorescens Pf-5 AAY91535 putative manganese transport protein MntH/manganese transport protein MntH
YP_347803 Pseudomonas fluorescens PfO-1 ABA73814 putative manganese transport protein MntH/Natural resistance-associated macrophage protein
YP_235386 Pseudomonas syringae pv. syringae B728a AAY37348 putative manganese transport protein MntH/Natural resistance-associated macrophage protein
YP_275053 Pseudomonas syringae pv. phaseolicola 1448A AAZ33294 manganese transport protein MntH/manganese transport protein MntH
NP_792311 Pseudomonas syringae pv. tomato str. DC3000 AAO56006 putative manganese transport protein MntH/manganese transport protein MntH

ZP_00137817 Pseudomonas aeruginosa UCBPP-PA14 COG1914: Mn2+ and Fe2+ transporters of the NRAMP family
ZP_00971213 Pseudomonas aeruginosa 2192 COG1914: Mn2+ and Fe2+ transporters of the NRAMP family
ZP_00965283 Pseudomonas aeruginosa C3719 NP_253024 Pseudomonas aeruginosa PAO1 Q9RPF3 Pseudomonas aeruginosa B83105 AAG07722 Pseudomonas aeruginosa PAO1 COG1914: Mn2+ and Fe2+ transporters of the NRAMP family/putative manganese transport protei

ZP_00279979 Burkholderia xenovorans LB400 COG1914: Mn2+ and Fe2+ transporters of the NRAMP family
NP_522081 Ralstonia solanacearum GMI1000 Q8XSF6 Ralstonia solanacearum CAD17671 putative manganese transport protein MntH/MNTH_RALSO Probable manganese transport protein mntH/HYPOTHETICAL TRANSMEMBRANE PROTEIN
ZP_00946671 Ralstonia solanacearum UW551 EAP70851 MntH/MntH

NP_900246 Chromobacterium violaceum ATCC 12472 AAQ58252 putative manganese transport protein MntH/manganese transport protein
ZP_00985144 Burkholderia dolosa AUO158 COG1914: Mn2+ and Fe2+ transporters of the NRAMP family
ZP_00462703 Burkholderia cenocepacia HI2424 ZP_00454213 Burkholderia cenocepacia AU 1054 EAM13077 EAM18120 Burkholderia cenocepacia HI2424 Natural resistance-associated macrophage protein/Natural resistance-associated macrophage protein /Natural
ZP_00685685 Burkholderia ambifaria AMMD EAO47804 Natural resistance-associated macrophage protein/Natural resistance-associated macrophage protein
ZP_00424403 Burkholderia vietnamiensis G4 EAM29006 Natural resistance-associated macrophage protein/Natural resistance-associated macrophage protein
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