GL3 (AT5G41315): global tree

File name: GL3.mltree3.svg

174 aa residues 70 OTU included.

Results of 1 partial tree included.

Assemble Job Id: sx85ZZ selectNalign: zZ4Cki

Tree job id: 5COIjG

BP values out of 100

Analyzed by tomoakin @kenroku.kanazawa-u.ac.jp  Originally by Maruyama/Fuijita
Date: Sat Oct 06 15:41:51 JST 2007

NP_916534 Oryza sativa (japonica cultivar-group) BAD81581 BAD82250 P0684B02.21/bHLH protein-like /bHLH protein-like

_l rAAM19778 Arabidopsis thaliana At2g46510/F13A10.4
IAT2G46510 = NP_566078 AAD20162 AAM15265 DNA binding/transcription factor /putative bHLH transcription factor /putative bHLH transcription factor
AT1G01260 = NP_171634 AAF97322 AAL55720 AAL84968 AAM10932 AAM53310 AAO42763 DNA binding/transcription factor /Similar to transcription factors /putative transcription factor BHLH13 /At1g01260/F6F3_25 /putative bHLH transcription factor /transcriptio

NP_913553 Oryza sativa (japonica cultivar-group) BAD81265 unnamed protein product/bHLH protein -like
AT4G16430 = NP_193376 CAB10419 CAB78685 AAL16298 AAL15257 AAL55710 AAN73298 DNA binding/transcription factor /transcription factor like protein /transcription factor like protein /AT4g16430/d14240w /AT4916430/d14240w /putative transcription factor B
AT4G17880 = NP_193522 CAA17131 CAB78790 AAL55711 BAD94748 DNA binding/transcription factor /bHLH protein-like /bHLH protein-like /putative transcription factor BHLH4 /putative transcription factor BHLH4
_|__|_—ABD65632 Brassica oleracea basic helix-loop-helix (bHLH) family transcription factor
AT5G46760 = NP_199488 BAB08920 AAL55712 DNA binding/transcription factor /bHLH protein-like /putative transcription factor BHLH5
AT5G46830 = NP_199495 BAA97217 AAL55721 DNA binding/transcription factor /bHLH transcription factor /putative transcription factor bHLH28
I—AT1 G32640 = NP_174541 Q39204 CAA67885 BAA25078 AAF25980 AAK59788 AAL55713 AA023607 CAH58735 ATMYC2 (JASMONATE INSENSITIVE 1); DNA binding/transcription factor /RAP1_ARATH Transcription factor AtMYC2 (R-homologous Arabidopsis protein 1) (RAP-1) (Basi
ABD59338 Pisum sativum G-box element binding protein
AABO00686 Phaseolus vulgaris phaseolin G-box binding protein PG1
NP_922850 Oryza sativa (japonica cultivar-group) AAK00453 AAS66204 Oryza sativa ABB48017 Oryza sativa (japonica cultivar-group) putative MYC transcription factor/putative MYC transcription factor /MYC protein /MYC transcription factor, putative
AAD15818 Zea mays transcription factor MYC7E
AAY90122 Rheum australe basic helix-loop-helix transcription factor protein
CAF74710 Solanum tuberosum MYC transcription factor
CAF74711 Solanum tuberosum MYC transcription factor
AAQ14332 Catharanthus roseus MYC2

rSmo_GL3_168_2
lSmo_GL3_85_2

ABB17167 Oryza rufipogon brown pericarp and seed coat
| 4|:I-XP_477136 Oryza sativa (japonica cultivar-group) BAC83694 ABB17166 putative intensifier/putative intensifier /brown pericarp and seed coat
AABO03841 Zea mays IN1

BAE20058 Lilium hybrid division | bHLH transcription factor

BAC56998 Perilla frutescens F3G1
AT4G09820 = NP_192720 Q9FT81 CAC14865 TT8 (TRANSPARENT TESTA 8); DNA binding/transcription factor /TT8_ARATH TRANSPARENT TESTA 8 protein (Basic helix-loop-helix protein 42) (bHLH42) (AtbHLHO042)/transparent testa 8
| B

‘| I— AD18982 Ipomoea purpurea bHLH transcription activator Ivory seed
BAD18983 Ipomoea tricolor BAD18984 bHLH transcription activator Ivory seed/bHLH transcription activator Ivory seed
AAG25927 Petunia x hybrida AAG25928 anthocyanin 1/anthocyanin 1
Ppa_GL3_18_2
XP_473467 Oryza sativa (japonica cultivar-group) CAE03479 OSJNBa0065017.4/0SJNBa0065017.4
P_473471 Oryza sativa (japonica cultivar-group) CAE03483 OSJNBa0065017.8/0SJNBa0065017.8

— X
4|{BABG4301 Oryza sativa R-type basic helix-loop-helix protein
AAC49219 Oryza sativa Ra

——AAT42156 Sorghum bicolor b1-2

CAA40544 Zea mays regulatory protein
‘| |P13526 Zea mays P13027 CAA33805 CAA43115 AAA33504 CAB92300 ARLC_MAIZE Anthocyanin regulatory Lc protein/ARRS_MAIZE Anthocyanin regulatory R-S protein/unnamed protein product /SN /regulatory protein/transcription factor
AAQO01815 Zea mays BHLH protein
BAE20057 Lilium hybrid division | bHLH transcription factor
CAAQ7615 Gerbera hybrid cv. 'Terra Regina' GMYC1 protein
AAR21674 Cornus alternifolia myc-like anthocyanin regulatory protein
AAR21672 Cornus oblonga myc-like anthocyanin regulatory protein
I:AAR21675 Cornus eydeana myc-like anthocyanin regulatory protein
AAR21673 Cornus chinensis myc-like anthocyanin regulatory protein

AAR21666 Cornus unalaschkensis myc-like anthocyanin regulatory protein
AAR21665 Cornus canadensis AAS86267 AAS86268 AAS86269 Cornus cf. canadensis Xiang and Fan 14-1 AAS86270 Cornus canadensis AAS86271 Cornus cf. canadensis Xiang and Fan 19-1 AAS86272 Cornus canadensis AAS86276 Cornus cf. canadensis Xiang and Fa

AAS86308 Cornus cf. canadensis Xiang and Fan SC29-1 AAS86309 Cornus suecica myc-like anthocyanin regulatory protein/myc-like anthocyanin regulatory protein
AAR21667 Cornus suecica AAR21668 myc-like anthocyanin regulatory protein/myc-like anthocyanin regulatory protein
AAS86306 Cornus suecica myc-like anthocyanin regulatory protein
AAS86302 Cornus cf. canadensis Xiang and Fan 29-2 myc-like anthocyanin regulatory protein
AAS86307 Cornus suecica myc-like anthocyanin regulatory protein
AAS86296 Cornus unalaschkensis myc-like anthocyanin regulatory protein
AAS86304 Cornus unalaschkensis myc-like anthocyanin regulatory protein
AAS86273 Cornus canadensis AAS86274 AAS86279 Cornus unalaschkensis AAS86280 AAS86281 AAS86282 Cornus cf. canadensis Xiang and Fan 9-1 AAS86283 Cornus unalaschkensis AAS86285 AAS86286 Cornus cf. canadensis Xiang and Fan 26-1 AAS86287 Cornus un

[lAAR21671 Cornus capitata myc-like anthocyanin regulatory protein

AAR21670 Cornus florida myc-like anthocyanin regulatory protein

AAR21669 Cornus florida myc-like anthocyanin regulatory protein
AT4G00480 = NP_191957 BAA11933 AAC13623 CAB80857 AAL55719 ATMYC1; DNA binding/transcription factor /ATMYC1 /F6N23.22 gene product /MYC1 transcription factor /putative transcription factor BHLH12

AAC39455 Petunia x hybrida bHLH transcription factor JAF13

BAA75514 Perilla frutescens MYC-GP
| !BAA7551 3 Perilla frutescens MYC-RP
AAA32663 Antirrhinum majus DEL

——AAK19612 Gossypium hirsutum GHDEL61

L———AAK19613 Gossypium hirsutum GHDEL65
——AT1G63650 = NP_176552 NP_974080 Q9CADO D96661 AAB72192 AAG52418 AAL55709 EGL3 (ENHANCER OF GLABRAS); DNA binding/transcription factor /EGL3 (ENHANCER OF GLABRA3); DNA binding /EGL1_ARATH Transcription factor EGL1 (ENHANCER OF GLABRAB3) (Basic helix-I

L—_AT5G41315 = NP_680372 BAB08503 AAL36964 GL3 (GLABRA 3); transcription factor/bHLH transcription factor-like protein /bHLH-transcription factor
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