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File name: AMS.pt1.svg
122 aa residues 52 OTU included.

Assemble Job Id: Nzgeyn

Tree job id: oVXYoP

BP values out of 100

Analyzed by aono@nibb.ac.jp

Date: Tue Jun 27 18:31:37 JST 2006

89

100 A
98 | I__

99 —Ppa_AMS_1_1
L‘__EPpafAM875J

Smo_AMS_6_1 Smo_AMS_1_1

NP_914885

T2G16910 = NP_179283 AAC64222 AMS (ABORTED MICROSPORES); DNA binding/transcription factor /bHLH transcription factor

CAD54298 Brassica napus bHLH transcription factor
XP_463907 Oryza sativa (japonica cultivar-group) BAD08134 BAD07594 bHLH protein-like/bHLH protein-like /oHLH protein-like

Oryza sativa (japonica cultivar-group) BAD88163 BAD88203 OSJNBa0093F16.27/transcription factor ICE1-like /transcription factor ICE1-like

ABD32550 Medicago truncatula Helix-loop-helix DNA-binding
AT1G12860 = NP_172746 AAF78492 BAC42644 AAO63441 DNA binding/transcription factor /Contains similarity to bHLH protein (Atmyc-146) from Arabidopsis thaliana gb|AF013465 and contains a helix-loop-helix DNA-binding PF|00010 domain. EST gb|Al999584 co

AT3G26744 = N|;_1 89309 NP_001030775 NP_001030774 Q9LSE2 AAL84972 AAP14668 AAS79350 Capsella bursa-pastoris AT3G26744 = AAV85734 ICE1 (INDUCER OF CBF EXPRESSION 1); DNA binding/transcription factor /ICE1 (INDUCER OF CBF EXPRESSION 1); DNA binding

84 | _
2p ABA93991 Oryza sativa (japonica cultivar-group) Helix-loop-helix DNA-binding domain, putative
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43 100 Smo_AMS_28 2
&|—XP_470197 Oryza sativa (japonica cultivar-group) AAN05491 Putative bHLH transcription protein/Putative bHLH transcription protein
100 NP_922585 Oryza sativa (japonica cultivar-group) AAG13585 ABB47949 hypothetical protein/hypothetical protein /expressed protein
AT5G10570 = NP_196619 CAB89386 AAM10950 DNA binding/transcription factor /putative protein /putative bHLH transcription factor
—: AT5G65640 = NP_569014 BAA98183 AAM61687 DNA binding/transcription factor /Junnamed protein product /unknown
Ppa_AMS_45_1
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100 97 AT1G01260 = NP_171634 AAF97322 AAL55720 AAL84968 AAM10932 AAM53310 AAO42763 DNA binding/transcription factor /Similar to transcription factors /putative transcription factor BHLH13 /At1901260/F6F3_25 /putative bHLH transcription factor /transcriptio
4' 100 —AAM19778 Arabidopsis thaliana At2g46510/F13A10.4
1 -AT2G46510 = NP_566078 AAD20162 AAM15265 DNA binding/transcription factor /putative bHLH transcription factor /putative bHLH transcription factor
B AT4G00870 = NP_567195 AAB62853 CAB80896 CAD58596 DNA binding/transcription factor /similar to the myc family of helix-loop-helix transcription factors /AT4g00870 /putative bHLH transcription factor
13 91 ———AAB00686 Phaseolus vulgaris phaseolin G-box binding protein PG1
[ 97 AT1G32640 = NP_174541 Q39204 CAA67885 BAA25078 AAF25980 AAK59788 AAL55713 AA023607 CAH58735 ATMYC2 (JASMONATE INSENSITIVE 1); DNA binding/transcription factor /RAP1_ARATH Transcription factor AtMYC2 (R-homologous Arabidopsis protein 1) (RAP-1) (Basi
AAQ14332 Catharanthus roseus MYC2
CAF74711 Solanum tuberosum MYC transcription factor
ABD59338 Pisum sativum G-box element binding protein
75—CAF74710 Solanum tuberosum MYC transcription factor
AAC28907 Phaseolus vulgaris phaseolin G-box binding protein PG2
46 AT4G17880 = NP_193522 CAA17131 CAB78790 AAL55711 BAD94748 DNA binding/transcription factor /bHLH protein-like /bHLH protein-like /putative transcription factor BHLH4 /putative transcription factor BHLH4
ABD65632 Brassica oleracea basic helix-loop-helix (bHLH) family transcription factor
AT5G46760 = NP_199488 BAB08920 AAL55712 DNA binding/transcription factor /bHLH protein-like /putative transcription factor BHLH5
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100 I—AAN39037 Lycopersicon esculentum AAW22875 bHLH transcriptional regulator/bHLH transcriptional regulator
—AAM10938 Arabidopsis thaliana putative bHLH transcription factor
-AT2G28160 = NP_850114 AAC98450 DNA binding/transcription factor /putative bHLH transcription factor
91 CAEO05570 Oryza sativa (japonica cultivar-group) OSJNBb0013003.11
4' 100 rBAC66785 Oryza sativa Transcription Factor
100 IXP_471697 Oryza sativa (japonica cultivar-group) CAE04678 OSJNBb0018A10.6/0SJNBb0018A10.7
98 I AT4G29930 = NP_194722 BAC42379 AA064804 BAD43964 BAD44039 DNA binding/transcription factor /putative bHLH transcription factor bHLH027 /At4929930 /bHLH transcription factor (0HLH027) - like protein /bHLH transcription factor (bHLHO027) - like protein
AT5G57150 = NP_974948 NP_568850 NP_974947 BAA97365 AAL24180 AAM63723 ABD19653 DNA binding/DNA binding /transcription factor /DNA binding /Junnamed protein product /AT5g57150/MUL3_10 /unknown /At5g57150
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