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EAR82868 Tetrahymena thermophila SB210 transcription factor E2F/dimerisation partner (TDP)
EAR84230 Tetrahymena thermophila SB210 transcription factor E2F/dimerisation partner (TDP)

XP_797607 Strongylocentrotus purpuratus PREDICTED: similar to E2F transcription factor 7, partial
CAF99975 Tetraodon nigroviridis unnamed protein product

XP_235118 Rattus norvegicus PREDICTED: similar to transcription factor E2F774
93

gnl|CMER|CMT433C_transcription_factor_E2F
AAV68606 Ostreococcus tauri DP-E2F-like protein80

52

AT3G01330 = NP_186782 AAF03493 CAD10634 AAM13023 BAB91413 AAN15731 DEL3; transcription factor/hypothetical protein /transcription factor E2Ff /unknown protein /E2F-like repressor E2L2 /unknown protein
AT5G14960 = NP_197000 CAC01815 CAD10632 BAB91412 DEL2/E2FD/E2L1; DNA binding /protein binding /transcription factor /E2F transcription factor-like protein /transcription factor E2Fd /E2F-like repressor E2L1100

61

AT2G36010 = NP_973611 CAC15486 E2F3 (E2F TRANSCRIPTION FACTOR-3)/E2F-related protein
AT5G22220 = NP_851054 NP_568413 AAG17608 CAC34515 AAM97144 AAP31954 E2F1; transcription factor/E2F1; transcription factor /E2F transcription factor-1 E2F1 /E2F transcription factor-1 E2F1 /expressed protein /At5g22220
BAA86386 Nicotiana tabacum transcription factor
CAC17702 Chenopodium rubrum transcription factor (E2F)94

71
23

CAB95727 Daucus carota transcription factor E2F

16

AT1G47870 = NP_175222 AAG17609 AAK73994 AAL15405 CAD10631 E2FC; transcription factor/E2F transcription factor-2 E2F2 /At1g47870/T2E6_2 /At1g47870/T2E6_2 /transcription factor E2Fc
AAM90621 Thlaspi caerulescens E2F-related transcription factor 2100

XP_471018 Oryza sativa (japonica cultivar-group) CAD39379 CAE03196 OSJNBb0060M15.8/OSJNBb0021I10.1 /OSJNBb0060M15.845

16

BAB20933 Oryza sativa ABA96515 Oryza sativa (japonica cultivar-group) ABA96516 E2F homolog/E2F homolog /E2F homolog
XP_472427 Oryza sativa (japonica cultivar-group) CAE01525 OJ991214_12.14/OJ991214_12.14

CAB53258 Triticum sp. E2F protein
BAB20932 Oryza sativa BAD27913 Oryza sativa (japonica cultivar-group) BAD73815 E2F homolog/E2F homolog /putative E2F homolog90
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Smo_E2Fa_1_1 Smo_E2Fa_7_1
Smo_E2Fa_2_1 Smo_E2Fa_4_167
Ppa_E2Fa_1_1

Ppa_E2Fa_2_1
Ppa_E2Fa_3_1
Ppa_E2Fa_4_1 CAD21953 Physcomitrella patens putative E2F transcription factor49
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82

96
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gnl|CMER|CMT067C_transcription_factor_E2F
2715_Cre ABD77592 Chlamydomonas reinhardtii E2F129

21

CAE71632 Caenorhabditis briggsae Hypothetical protein CBG18599
NP_507289 Caenorhabditis elegans CAA20948 AAK19022 E2F-like (mammalian transcription factor) family member (efl-1)/Hypothetical protein Y102A5C.18 /EFL-1100

EAL34570 Drosophila pseudoobscura GA10512-PA
NP_477355 Drosophila melanogaster BAA33742 AAF53965 AAL39263 E2F transcription factor 2 CG1071-PA/E2F-like transcription factor (E2F2) /CG1071-PA /GH13089p100

AAW25873 Schistosoma japonicum AAX30154 unknown/SJCHGC01081 protein
BAE06393 Ciona intestinalis transcription factor protein

ABD36106 Bombyx mori E2F transcription factor 4-like protein
XP_624285 Apis mellifera PREDICTED: similar to E2F-553

NP_991178 Danio rerio AAQ97771 E2F transcription factor 4, p107/p130-binding /E2F transcription factor 4, p107/p130-binding
AAH98598 Danio rerio Zgc:111879 protein100

CAF93500 Tetraodon nigroviridis CAF98893 unnamed protein product/unnamed protein product
NP_998597 Danio rerio AAH56832 E2F transcription factor 4/E2F transcription factor 468

AAH77333 Xenopus laevis E2f4-prov protein82

XP_603781 Bos taurus NP_683754 Mus musculus XP_226441 Rattus norvegicus NP_001941 Homo sapiens 2108418A Q16254 A55238 Mus musculus AAC50119 Homo sapiens AAB32597 AAF65226 AAH27048 Mus musculus AAH26649 AAH33180 Homo sapiens AAM77918 AAH2
XP_853975 Canis familiaris PREDICTED: similar to E2F transcription factor 493
CAG32002 Gallus gallus hypothetical protein76

43

NP_031918 Mus musculus Q61502 CAA60508 AAH03220 BAE33842 E2F transcription factor 5/E2F5_MOUSE Transcription factor E2F5 (E2F-5)/E2F-5 /E2F transcription factor 5 /unnamed protein product
NP_001026113 Gallus gallus CAG32612 E2F transcription factor 5/hypothetical protein

Q15329 Homo sapiens 2108418B AAC50120 CAA60051 AAB00179 AAN46737 E2F5_HUMAN Transcription factor E2F5 (E2F-5)/2108418B E2F-5 protein/E2F-5 /transcription factor /E2F-5 /E2F transcription factor 5, p130-binding
NP_001942 Homo sapiens CAB01634 E2F transcription factor 5/transcription factor E2F550
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NP_524437 Drosophila melanogaster NP_732646 NP_732647 Q27368 AAA19003 CAA55186 BAA32746 AAF55904 AAN13878 AAN13879 AAV36981 E2F transcription factor CG6376-PA, isoform A/E2F transcription factor CG6376-PB, isoform B /E2F transcription factor CG6376-P
EAL28707 Drosophila pseudoobscura GA19549-PA100

XP_396223 Apis mellifera PREDICTED: similar to transcription factor E2F27

EAS05337 Tetrahymena thermophila SB210 transcription factor E2F
NP_584660 Encephalitozoon cuniculi GB-M1 CAD25164 TRANSCRIPTION FACTOR OF THE E2F/DP FAMILY /TRANSCRIPTION FACTOR OF THE E2F/DP FAMILY47

EAR82668 Tetrahymena thermophila SB210 Transcription factor E2F/dimerisation partner (TDP)18

NP_001025315 Danio rerio CAH68904 AAI14228 hypothetical protein LOC560495/novel protein similar to human and mouse E2F transcription factor family /Unknown (protein for MGC:136607)
CAG01476 Tetraodon nigroviridis unnamed protein product

CAF94955 Tetraodon nigroviridis unnamed protein product95
47

XP_585927 Bos taurus PREDICTED: similar to E2F transcription factor 6 isoform 1
XP_941410 Homo sapiens XP_066752 PREDICTED: similar to E2F transcription factor 6 isoform 1/PREDICTED: similar to E2F transcription factor 6 isoform 1

XP_525532 Pan troglodytes PREDICTED: similar to E2F transcription factor 6 isoform 1
BAE89560 Macaca fascicularis unnamed protein product54
BAD96879 Homo sapiens E2F transcription factor 6 isoform 1 variant59

XP_852463 Canis familiaris XP_591883 Bos taurus NP_001943 Homo sapiens O75461 AAC14694 AAC31426 BAB46898 Macaca fascicularis AAH08348 Homo sapiens CAD37950 AAM10785 AAT02636 AAT02637 AAX32772 synthetic construct AAY14826 Homo sapiens BAD97
95

XP_233986 Rattus norvegicus AAL38216 Mus musculus AAL38217 AAM45941 AAH37656 BAC28950 AAO59385 Rattus norvegicus AAO59386 AAH57929 Mus musculus BAE27435 BAE28727 PREDICTED: similar to E2F transcription factor 6/E2F6a /E2F6b /transcriptional rep
58

NP_150373 Mus musculus O54917 AAC53521 E2F transcription factor 6/E2F6_MOUSE Transcription factor E2F6 (E2F-6) (E2F-binding site-modulating activity protein) (EMA)/E2F-like transcriptional repressor protein; EMA
97
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BAE06391 Ciona intestinalis BAE06392 transcription factor protein/transcription factor protein
XP_423135 Gallus gallus PREDICTED: similar to Transcription factor E2F2 (E2F-2), partial

AAH53676 Homo sapiens E2F transcription factor 2
NP_004082 Homo sapiens Q14209 AAA16890 CAA15949 AAM54044 AAV38330 AAX42851 synthetic construct E2F transcription factor 2/E2F2_HUMAN Transcription factor E2F2 (E2F-2) /E2F-2/E2F transcription factor 2 /E2F transcription factor 2 /E2F transcription75
XP_874289 Bos taurus PREDICTED: similar to Transcription factor E2F2 (E2F-2)75

NP_808401 Mus musculus P56931 BAC39881 AAH62101 E2F transcription factor 2/E2F2_MOUSE Transcription factor E2F2 (E2F-2)/unnamed protein product /E2F transcription factor 2
100

59

CAG10438 Tetraodon nigroviridis unnamed protein product
XP_697294 Danio rerio PREDICTED: similar to Transcription factor E2F2 (E2F-2)93

25

CAF99987 Tetraodon nigroviridis unnamed protein product
CAF99504 Tetraodon nigroviridis unnamed protein product

XP_696201 Danio rerio XP_695874 PREDICTED: similar to E2F-1 transcription factor/PREDICTED: similar to E2F-1 transcription factor, partial
XP_542963 Canis familiaris PREDICTED: similar to E2F transcription factor 1
NP_005216 Homo sapiens Q01094 AAA35782 AAB24289 AAC50719 CAC08486 AAM47604 AAH50369 AAH58902 E2F transcription factor 1/E2F1_HUMAN Transcription factor E2F1 (E2F-1) (Retinoblastoma-binding protein 3) (RBBP-3) (PRB-binding protein E2F-1) (PBR3) (Retin
XP_230765 Rattus norvegicus PREDICTED: similar to E2F1 gene product
NP_031917 Mus musculus Q61501 AAA83217 BAB30968 AAL90788 AAL90789 AAH52160 BAD90151 BAE32285 E2F transcription factor 1/E2F1_MOUSE Transcription factor E2F1 (E2F-1) /E2F1 gene product/unnamed protein product /E2F1 /E2F1 /E2f1 protein /mKIAA4009 prote81
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XP_615437 Bos taurus PREDICTED: similar to E2F transcription factor 1

100

NP_990550 Gallus gallus Q90977 CAA61533 E2F transcription factor 1/E2F1_CHICK Transcription factor E2F1 (E2F-1)/E2F-1 transcription factor
96
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NP_001011109 Xenopus tropicalis AAH84507 CAJ83764 E2F transcription factor 3/E2F transcription factor 3 /E2F transcription factor 3
AAF44124 Xenopus laevis AAH97504 transcription factor E2F/LOC398159 protein99

XP_418916 Gallus gallus PREDICTED: similar to E2f3 protein
XP_527243 Pan troglodytes PREDICTED: similar to hypothetical protein

2001415A Homo sapiens 2001415A E2F-3 protein37
XP_545361 Canis familiaris XP_614932 Bos taurus NP_034223 Mus musculus NP_001940 Homo sapiens O35261 Mus musculus O00716 Homo sapiens CAA71504 AAB71671 Mus musculus AAH24125 AAN17846 Homo sapiens BAC97858 Mus musculus AAH59262 CAH1814097
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XP_638774 Dictyostelium discoideum AX4 EAL65405 Dictyostelium discoideum transcription factor E2F/dimerisation partner (TDP) family protein /transcription factor E2F/dimerisation partner (TDP) family protein

38

XP_627996 Cryptosporidium parvum Iowa II XP_667548 Cryptosporidium hominis TU502 EAK88437 Cryptosporidium parvum EAL37323 Cryptosporidium hominis transcription factor E2F/dimerization protein /E2f3 protein /domain KOG2577, transcription factor

94

NP_495771 Caenorhabditis elegans CAA91391 F49E12.6/Hypothetical protein F49E12.6
CAE57683 Caenorhabditis briggsae Hypothetical protein CBG00680100
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CAD21953 is identical to Ppa_E2F_4-1.
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