ANT (AT4G37750): global tree

File name:ANT.njtree0.svg

122 aa residues 80 OTU included.
Results of 19 partial trees included.
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BAD33427Oryza sativa (japonica cultivar-group) WRINKLED1-like protein(Pt10)
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A%4G37750 = NP_195489 Q38914 AAA86281 AAA91040 AAB17364 CAB38923 CAB80440 AAL85024 AAM51282 ANT (AINTEGUMENTA); DNA binding/transcription factor /ANT_ARATH Protein AINTEGUMENTA (Complementing a protein kinase C mutant protein 1) (Protein Dragon) (Pr
ABA42147 Brassica napus aintegumenta 2

ABA42146 Brassica napus aintegumenta
Oryza sativa (japonica cultivar- group) putative AP2/EREBP transcription facton(NlppOnbare) Chromosome3

100

7|Oryza sativa (japonica cultivar-group) AAM19141 AAO00690 Putative ovule development protein antitegumenta (ANT)/Putative ovule development protein antitegumenta (ANT) /Putative ovule development protein antitegumenta (ANT)  (Nipponbare)chromosome3

BAD16602 Pinus thunbergii AINTEGUMENTA-like protein
BAE48515 Ginkgo biloba AINTEGUMENTA-like protein

ryza sativa (japonica cultivar-group) CAE05555 OSJNBa0014K14.15/0SJNBb0116K07.8 (Nlpponbare)chromosome4 -% | XP_466720|Oryza sativa (japonica cultivar-group) BAD19450 BAD19725 AP2/EREBP transcription factor-like protein /AP2/EREBP transcription factor-like protein /AP2/EREBP transcription factor-like protein(Pt7) (Nipponbare)chromosome2=+»
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! (Oryza sativa (japonica cultivar-group) aintegumenta-like protein (Nipponbare)chroomosome6
NP_915190|Oryza sativa (japonica cultivar- group@rﬂa sativa putative ovule development protein aintegumenta-like protein/ovule development aintegumenta-like protein BNM3 (Nipponbare)chromosome]

73-Q8L3U3 Brassica napus AAM33800 AAM33802 BBM1_BRANA Protein BABY BOOM 1 (BnBBM1)/AP2/EREBP transcription factor BABY BOOM1 /AP2/EREBP transcription factor BABY BOOM1
_I:T-QSLSNZ Brassica napus AAM33801 BBM2_BRANA Protein BABY BOOM 2 (BnBBM2)/AP2/EREBP transcription factor BABY BOOM2

AT5G17430 = NP_197245 Q6PQQ4 CACO01738 DNA binding/transcription factor /BBM_ARATH Protein BABY BOOM (AtBBM)/ovule development protein aintegumenta-like protein —>[AAW78374|0ryza sativa (japonica cuItivar-group)@A%?BO transcription factor AP2D17/AP2/EREBP transcription factor BABY BOOM1 /ovule development aintegumenta-like protein BNM3, putative(Pt3) (cultivar=?)chromosome1 1
——AAWB82334 Medicago truncatula AP2/EREBP transcription factor BABY BOOM

AT5G65510 = NP_201354 BAA98170 AAT44954 DNA binding/transcription factor /Junnamed protein product /putative AP2/EREBP transcription factor Nlpponbare chromosomel 1

AAZ66950 Brassica rapa 117M18_31

AT5G10510 = NP_196613 CAB89392 AAS97940 AAX89123 DNA binding/transcription factor /ovule development protein-like /AP2/EREBP transcription factor /AP2/EREBP transcription factor

-XP_474162 [Oryza sativa (japonica cultivar-group) AAL47210 Oryza sativa CAE01548 Oryza sativa (japonica cultivar-group) OSINBb0022F16.3/aintegumenta-like protein /OSINBb0022F16.3 (Nipponbare)chromosome4
840 = NP_188720 BAB02492 AAS86335 PLT1 (PLETHORA 1); transcription factor/'unnamed protein product /PLETHORA1

AT1 G51 190 NP_175530 AAD30633 AAS86336 AAS97938 AAV84498 AAW30038 PLT2 (PLETHORA 2); transcription factor/Hypothetical protein /PLETHORA2 /AP2/EREBP transcription factor /At1g51190 /At1g51190
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Ppa_A}4g37750_7_1
i 333mo_At4gs77so_1s_1 ~—>Smo_AgaTIS0_62.1(P17)

I XP_480294|0ryza sativa (japonica cultivar-group) BAD05714 BAD0579@ovule development protein aintegumenta (ANT)-like/ovule development protein aintegumenta (ANT)-like /ovule development protein aintegumenta (ANT)-like /transcription factor A (Nlpponbare)chromosomeB
L

19 AAW78368|Oryza sativa (japonica cultivar-group) transcription factor AP2D8 (Dongjln)chromosomeZ
Ppa_At4g37750_26_1
98 i' 100 L‘—Ppa Atdg37750 75 1Ppa7At4g37750747% AT2G41710 = NP_565957 NP_850355 AAC02777 AAM65663 BAC43380 DNA binding/transcription factor /DNA binding /transcription factor /putative AP2 domain transcription factor /putative AP2 domain transcription factor /putative AP2 domain transcription fac (pt19) <_POSSib|y 1 domain possesing
n q}mo Atag37750_31_1 —38mo_At4937750890721677_1(Pt6) 98% similar to Smo_At4g37750_31_1(High quality mismatch=7)
= Smo_At (Nipponbare)chromosome6
100 ryza sativa (japonica cultivar-groupsz DNA-binding domain protein-like/AP2 DNA-binding domain protein-like (Nipponbare)chromosomeG
L————AAW78366| Oryza sativa (japonica cultivar-group) transcription factor AP2D4 (Dongjin)chromosome5
94 82 | '7(P748263é Oryza sativa (japonica cultivar-group) BAD10030 AP2/EREBP transcription factor-like protein /AP2/EREBP transcription factor-like protein (Nipponbare)chromosomeB
&:AAFGN 21 Arabidopsis thaliana F20B17.12
AT1G16060 = NP_563990 AAF18503 AAK76589 AAM91 814 DNA binding/transcription factor /Similar t 44028 transcrlptlon factor CKC from Arabldop5|s thaliana and contains two PF|00847 AP2 domains/unknown protein /unknown protei (Nipponbare)chroomosome]
NP 915953 BAB90395 BAD682 1 SuivBid@e8im04 4 P D7 /putative AP2/EREBP transcription factor WRINKLED1 (Nipponbare)chroomosome1 oo s WA rorar=s i) (cultivar=?)chromosome1
b CAE00853|Oryza sativa (japonica cultivar-grou P2-1 protein/AP2 domain, putative /alntegumaenta putatlve /aintegumenta-like protein (Zhonghoa 11)chromosomel1
—EI 99 —ABD16282 Brassica napus ABD72476 AP2/ERE BP transcriptional factor WRI1
L—AT3G54320 = NP_191000 NP_001030857 AAF80382 AAX1\1223 WRI1 (WRINKLED ; DNA binding/transcription factor /WRI1 (WRINKLED 1); DNA binding /transcription factor /WRINKLED1 /activator of sporamin LUC 1
78 Ppa_At4937750_98_1 . N b
4|3_5|:Ppa_At4gs7750_19_1 (Nipponbare)  ( h ppon are)1 5 (Zhonghoa 10)chromosome1 1
Ppa_At49g37750_62_1 chromosome] ] chromosome . . .
CRE2 CRE1 2 domain-possesing CRE2 , CRE1 (Chlamydomonas sequence found from the genomic sequence) 10382_Cre 5992_Cre(Pt13) «<~Possibly 1 domain possesing
100 BAD37532 Oryza sativa (japonica cultivar-group) BAD37484 putative LIPLESS2/putative LIPLESS2
1 99 [AAC49567 Zea mays AP2 DNA-binding domain protein
AAV83488 Zea mays GLOSSY15
Smo_At4g37750_9_1 Smo_At4g37750_92_1
28 AT5G67180 = NP_201519 BAB10952 AAM65779 BAD43908 DNA binding/transcription factor /floral homeotic protein apetala2-like /floral homeotic protein apetala2-like /floral homeotic protein apetala2-like
100 AT4G36920 = NP_195410 P47927 AAC13770 CAB16765 CAB80358 AP2 (APETALA 2); transcription factor/AP2_ARATH Floral homeotic protein APETALA2/APETALAZ2 protein /APETALA2 protein /APETALA2 protein
4 AAL57045 Malus x domestica transcription factor AHAP2
AAK14326 Pisum sativum APETAL2-like protein
AAD39439 Petunia x hybrida PHAP2A protein
AAO52746 Antirrhinum majus LIPLESSA
86 AAO52747 Antirrhinum majus LIPLESS2
XP_474122 Oryza sativa (japonica cultivar-group) CAE01667 OSJNBa0010D21.13/0SJNBa0010D21.13
AAG32659 Picea abies APETALA2-related transcription factor 2
AAD39440 Petunia x hybrida PHAP2B protein
AAW78371 Oryza sativa (japonica cultivar-group) transcription factor AP2D23-like
BAE48516 Gnetum parvifolium APETALA2-like protein
63 100 AAG32658 Picea abies APETALA2-related transcription factor 1
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BAD16603 Pinus thunbergii APETALA2-like protein 1
BAE48514 Ginkgo biloba APETALA2-like protein
Smo_At49g37750_75_1 Smo_At4g37750_8_1
BAE48512 Cycas revoluta APETALA2-like protein 1
NP_911602 Oryza sativa (japonica cultivar-group) BAC21448 ABD24033 putative indeterminate spikelet 1/putative indeterminate spikelet 1 /supernumerary bract
76 —AAU94925 Triticum turgidum subsp. carthlicum floral homeotic protein
AU88192 Triticum aestivum AAU93919 Triticum monococcum AAU94916 Triticum turgidum subsp. polonicum AAU94917 Triticum aestivum subsp. spelta AAU94918 AAU94919 Triticum aestivum subsp. macha AAU94920 Triticum turgidum subsp. dicoccum AAU94921
AAL50205 Hordeum vulgare subsp. vulgare APETALA2-like protein
AAC05206 Zea mays indeterminate spikelet 1

XP_470121 Oryza sativa (japonica cultivar-group) AAO60032 AAO65862 AAW78367 APETALA2-like protein/putative transcription factor AP2 family protein, 3'-partial /APETALA2-like protein /transcription factor AP2D2




