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XP_415096 Gallus gallus PREDICTED: similar to PIWI protein
NP_004755 Homo sapiens AAK69348 AAK92281 AAC97371 piwi-like 1/PIWI protein /HIWI /HIWI
AAH28581 Homo sapiens Piwi-like 163

XP_534638 Canis familiaris XP_618020 Bos taurus PREDICTED: similar to piwi like homolog 1/PREDICTED: similar to piwi like homolog 1 isoform 1
NP_067286 Mus musculus XP_344106 Rattus norvegicus BAA93705 Mus musculus AAL31014 piwi like homolog 1/PREDICTED: similar to MIWI /MIWI /MIWI84

100

93

NP_899181 Danio rerio Q8UVX0 AAL57170 piwi-like 1/PIWI_BRARE Protein piwi/piwi protein

66

XP_542241 Canis familiaris PREDICTED: similar to piwi-like 4
AAH31060 Homo sapiens BAC04873 BAC81341 Piwi-like 4/unnamed protein product /PIWIL1
NP_689644 Homo sapiens BAC04179 piwi-like 4/unnamed protein product100

XP_586530 Bos taurus PREDICTED: similar to piwi-like 496
100

56

NP_999765 Strongylocentrotus purpuratus AAG42533 seawi/seawi

41

AAS01181 Podocoryne carnea Cniwi

21

NP_001008496 Homo sapiens BAC81343 piwi-like 3/PIWIL3
XP_872390 Bos taurus PREDICTED: similar to piwi-like 3100

36

XP_543251 Canis familiaris PREDICTED: similar to piwi-like 2 isoform 1
XP_617223 Bos taurus PREDICTED: similar to piwi-like 269
NP_067283 Mus musculus BAA93706 AAK31965 BAC26791 piwi like homolog 2/MILI /PIWIL2 /unnamed protein product78

NP_060538 Homo sapiens XP_528083 Pan troglodytes BAB55155 Homo sapiens AAH25995 BAC81342 AAI11752 piwi-like 2/PREDICTED: similar to piwi-like 2; Miwi like /unnamed protein product /Piwi-like 2 /PIWIL2 /Piwi-like 2
100

CAG09678 Tetraodon nigroviridis unnamed protein product
100

26

XP_319604 Anopheles gambiae str. PEST EAA14901 ENSANGP00000006401/ENSANGP00000006401

17

XP_395884 Apis mellifera PREDICTED: similar to GA19382-PA, partial
NP_476734 Drosophila melanogaster CAA64320 AAD38655 AAF53046 aubergine CG6137-PA/AUBERGINE /sting /CG6137-PA92

AAP20879 Stylonychia lemnae macronuclear development protein 1
AAM96947 Stylonychia lemnae macronuclear development protein 1100

16

94

XP_645445 Dictyostelium discoideum AX4 AAO52645 Dictyostelium discoideum EAL71514 argonaut-like protein/similar to Homo sapiens (Human). HIWI /argonaut-like protein

100

CAE71045 Caenorhabditis briggsae Hypothetical protein CBG17887
CAE57865 Caenorhabditis briggsae Hypothetical protein CBG00904100

NP_503362 Caenorhabditis elegans AAC17775 R09A1.1/Hypothetical protein R09A1.1100

NP_741611 Caenorhabditis elegans AAF06159 CAB05546 RNAi DEfective family member (rde-1)/RNA interference promoting factor RDE-1 /Hypothetical protein K08H10.7
CAE72296 Caenorhabditis briggsae Hypothetical protein CBG19426100

NP_587782 Schizosaccharomyces pombe 972h- O74957 Schizosaccharomyces pombe CAA19275 hypothetical protein SPCC736.11/AGO1_SCHPO Cell cycle control protein ago1 (RNA interference pathway protein ago1)/SPCC736.11
XP_332126 Neurospora crassa XP_958586 Neurospora crassa N150 AAN32951 Neurospora crassa EAA29350 hypothetical protein/hypothetical protein /suppressor of meiotic silencing /hypothetical protein

XP_380524 Gibberella zeae PH-1 EAA69608 hypothetical protein FG00348.1/hypothetical protein FG00348.149
XP_359958 Magnaporthe grisea 70-15 hypothetical protein MG11029.473

XP_754518 Aspergillus fumigatus Af293 EAL92480 suppressor of meiotic silencing/suppressor of meiotic silencing
BAE57806 Aspergillus oryzae unnamed protein product100

100

34

XP_567314 Cryptococcus neoformans var. neoformans JEC21 EAL18365 Cryptococcus neoformans var. neoformans B-3501A AAW45797 Cryptococcus neoformans var. neoformans JEC21 Argonaute-like protein/hypothetical protein CNBJ2880 /Argonaute-like protein,
XP_567302 Cryptococcus neoformans var. neoformans JEC21 EAL18380 Cryptococcus neoformans var. neoformans B-3501A AAW45785 Cryptococcus neoformans var. neoformans JEC21 Eukaryotic translation initiation factor 2C 2/hypothetical protein CNBJ3030 /E100

XP_659123 Aspergillus nidulans FGSC A4 EAA63775 hypothetical protein AN1519.2/hypothetical protein AN1519.2
XP_747330 Aspergillus fumigatus Af293 EAL85292 hypothetical protein Afu8g05280/QDE2 protein
BAE55663 Aspergillus oryzae unnamed protein product77

100

AAL06079 Blumeria graminis QDE2 protein
40

XP_388928 Gibberella zeae PH-1 EAA72449 hypothetical protein FG08752.1/hypothetical protein FG08752.1
XP_960365 Neurospora crassa N150 XP_324087 Neurospora crassa AAF43641 EAA31129 CAE85552 hypothetical protein ( (AF217760) QDE2/hypothetical protein ( (AF217760) QDE2 /QDE2 /hypothetical protein ( (AF217760) QDE2 /post-transcriptional gene silencing56

XP_363368 Magnaporthe grisea 70-15 hypothetical protein MG01294.488

51

BAE60986 Aspergillus oryzae unnamed protein product
EAQ92045 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_0028033

100

37

XP_715614 Candida albicans SC5314 XP_715558 EAK96536 EAK96595 argonaute-like protein fragment/argonaute-like protein /argonaute-like protein fragment /argonaute-like protein fragment

32

24

ABB54737 Drosophila simulans ABB54738 ABB54739 ABB54740 ABB54741 ABB54742 ABB54743 Argonaute-2/Argonaute-2 /Argonaute-2 /Argonaute-2 /Argonaute-2 /Argonaute-2 /Argonaute-2
ABB54727 Drosophila yakuba ABB54728 ABB54729 ABB54730 ABB54731 ABB54732 ABB54733 ABB54734 Argonaute-2/Argonaute-2 /Argonaute-2 /Argonaute-2 /Argonaute-2 /Argonaute-2 /Argonaute-2 /Argonaute-2
ABB54736 Drosophila santomea Argonaute-296

ABB54735 Drosophila teissieri Argonaute-297
68

NP_648775 Drosophila melanogaster NP_730054 Q9VUQ5 AAF49619 AAF49620 AAO39550 ABB54719 ABB54722 ABB54724 ABB54726 Argonaute 2 CG7439-PB, isoform B/Argonaute 2 CG7439-PC, isoform C /AGO2_DROME Argonaute 2 protein/CG7439-PB, isoform B /CG7439-PC, isofo
AAM11104 Drosophila melanogaster ABB54720 ABB54725 GM07030p/Argonaute-2 /Argonaute-252

ABB54723 Drosophila melanogaster Argonaute-261

100

BAD91160 Bombyx mori argonaute 2

95

NP_502217 Caenorhabditis elegans NP_502218 CAA92969 CAA92970 CAA92618 CAA92619 T22B3.2b/T22B3.2a /Hypothetical protein T22B3.2a /Hypothetical protein T22B3.2b /Hypothetical protein T22B3.2a /Hypothetical protein T22B3.2b
CAE65091 Caenorhabditis briggsae Hypothetical protein CBG0995085
NP_499191 Caenorhabditis elegans NP_499192 P34681 CAA82941 CAA82389 CAB54247 CAB54514 Temporarily Assigned Gene name family member (tag-76)/Temporarily Assigned Gene name family member (tag-76) /YO43_CAEEL Hypothetical protein ZK757.3 in chromosome I100

NP_510322 Caenorhabditis elegans CAA93496 CAA93512 CAE63062 Caenorhabditis briggsae ABA18180 Caenorhabditis elegans Argonaute (plant)-Like Gene family member (alg-1)/Hypothetical protein F48F7.1 /Hypothetical protein F48F7.1 /Hypothetical protein
NP_871992 Caenorhabditis elegans NP_493837 T32079 AAB66187 AAO38604 Argonaute (plant)-Like Gene family member (alg-2)/Argonaute (plant)-Like Gene family member (alg-2) /T32079 hypothetical protein T07D3.7 - Caenorhabditis elegans/Argonaute (plant)-li87

CAE56575 Caenorhabditis briggsae Hypothetical protein CBG24316100

XP_320795 Anopheles gambiae str. PEST EAA00062 ENSANGP00000008896/ENSANGP00000008896
EAL25522 Drosophila pseudoobscura GA19767-PA
NP_523734 Drosophila melanogaster NP_725341 NP_725342 BAA88078 AAF58313 AAF58314 AAF58315 AAK93297 ABB36449 Argonaute 1 CG6671-PB, isoform B/Argonaute 1 CG6671-PA, isoform A /Argonaute 1 CG6671-PC, isoform C /argonaute protein /CG6671-PC, isoform C /76

86

XP_624444 Apis mellifera PREDICTED: similar to ENSANGP00000008896
100

XP_782278 Strongylocentrotus purpuratus PREDICTED: similar to CG6671-PB, isoform B
57

NP_079128 Homo sapiens XP_233543 Rattus norvegicus XP_532562 Canis familiaris XP_524664 Pan troglodytes NP_803171 Homo sapiens Q9H9G7 BAB14262 CAI22268 CAI22269 CAI22802 eukaryotic translation initiation factor 2C, 3 isoform a/PREDICTED: simi
NP_001001133 Bos taurus AAR12162 eukaryotic translation initiation factor 2C, 3/argonaute 335

NP_001026071 Gallus gallus CAG31429 eukaryotic translation initiation factor 2C, 3/hypothetical protein56

NP_700451 Mus musculus Q8CJF9 BAC15768 eukaryotic translation initiation factor 2C, 3/I2C3_MOUSE Eukaryotic translation initiation factor 2C 3 (eIF2C 3) (eIF-2C 3) (Argonaute-3) (Piwi/argonaute family protein meIF2C3)/Piwi/Argonaute family protain me
BAE32586 Mus musculus BAE42260 unnamed protein product/unnamed protein product48

61

XP_696563 Danio rerio PREDICTED: similar to eukaryotic translation initiation factor 2C, 3 isoform a
63

CAF89690 Tetraodon nigroviridis unnamed protein product
96

XP_425781 Gallus gallus XP_233544 Rattus norvegicus NP_036331 Homo sapiens XP_532563 Canis familiaris XP_601262 Bos taurus XP_513312 Pan troglodytes NP_700452 Mus musculus Q9UL18 Homo sapiens Q8CJG1 Mus musculus AAF00068 Homo sapiens
CAG03367 Tetraodon nigroviridis unnamed protein product100

NP_060099 Homo sapiens XP_539597 Canis familiaris NP_001034365 Gallus gallus Q9HCK5 Homo sapiens BAB13393 CAG30933 Gallus gallus CAH73806 Homo sapiens CAH71584 eukaryotic translation initiation factor 2C, 4/PREDICTED: similar to eukaryotic
XP_233545 Rattus norvegicus PREDICTED: similar to KIAA1567 protein
NP_694817 Mus musculus BAC26738 AAN75581 AAH96023 Piwi/Argonaute family protein meIF2C4 /unnamed protein product /argonaute 4 protein /Piwi/Argonaute family protein meIF2C4
Q8CJF8 Mus musculus BAC15769 I2C4_MOUSE Eukaryotic translation initiation factor 2C 4 (eIF2C 4) (eIF-2C 4) (Argonaute-4) (Piwi/argonaute family protein meIF2C4)/Piwi/Argonaute family protain meIF2C485

62
56

XP_606455 Bos taurus PREDICTED: similar to eukaryotic translation initiation factor 2C, 4

62

AAH98982 Xenopus laevis Unknown (protein for MGC:114859)
84

CAF95386 Tetraodon nigroviridis unnamed protein product
100

52

96

CAG11109 Tetraodon nigroviridis unnamed protein product
XP_418421 Gallus gallus PREDICTED: similar to eukaryotic translation initiation factor 2C, 2; argonaute 2

NP_001004877 Xenopus tropicalis AAH75263 AAH77863 Xenopus laevis MGC88879 protein/MGC88879 protein /Eif2c1-prov protein
NP_036286 Homo sapiens XP_532338 Canis familiaris NP_067608 Rattus norvegicus Q9QZ81 Q9UKV8 Homo sapiens AAF12800 Rattus norvegicus AAL76093 Homo sapiens AAH24857 Mus musculus AAP35893 Homo sapiens AAP36707 synthetic construct BAD90378
O77503 Oryctolagus cuniculus AAC24323 I2C2_RABIT Eukaryotic translation initiation factor 2C 2 (eIF2C 2) (eIF-2C 2) (Argonaute-2)/translation initiation factor eIF2C
NP_694818 Mus musculus Q8CJG0 BAC15767 eukaryotic translation initiation factor 2C, 2/I2C2_MOUSE Eukaryotic translation initiation factor 2C 2 (eIF2C 2) (eIF-2C 2) (Argonaute-2) (Slicer protein) (Piwi/argonaute family protein meIF2C2)/Piwi/Argonaute
NP_991363 Bos taurus AAS21301 argonaute 2/argonaute 2
AAH64741 Mus musculus Eif2c2 protein51
AAH96465 Mus musculus Eif2c2 protein8

16
29
63
15

97
100

86

72

100

Ppa_AGO7_9_3
XP_473529 Oryza sativa (japonica cultivar-group) CAE02070 OSJNBa0005N02.3/OSJNBa0005N02.3
BAD27856 Oryza sativa (japonica cultivar-group) putative argonaute protein90
AT1G48410 = NP_175274 NP_849784 O04379 AAC18440 AAD49755 AAF79718 AAN41341 AGO1 (ARGONAUTE 1)/AGO1 (ARGONAUTE 1) /AGO1_ARATH Argonaute protein/Argonaute protein /Identical to Argonaute protein from Arabidopsis thaliana gb|U91995. EST gb|AA720232 co

ABC61502 Nicotiana benthamiana AGO1-128
ABC61503 Nicotiana benthamiana AGO1-276

33

Ppa_AGO7_27_1
Ppa_AGO7_30_275

Ppa_AGO7_33_198

Smo_AGO7_54_1
Smo_AGO7_24_192
Smo_AGO7_5_2100

Smo_AGO7_33_2 Smo_AGO7_43_4
80

46

41

BAD62111 Oryza sativa (japonica cultivar-group) putative AGO1 homologous protein
XP_468547 Oryza sativa (japonica cultivar-group) BAD23006 AGO1 homologous protein/AGO1 homologous protein

BAB96814 Oryza sativa (japonica cultivar-group) AGO1 homologous protein99
100

43

BAB96813 Oryza sativa (japonica cultivar-group) BAD33046 ZLL/PNH homologous protein /ZLL/PNH homologous protein
AT5G43810 = NP_199194 Q9XGW1 AAD40098 BAB11310 ZLL (ZWILLE)/PINH_ARATH PINHEAD protein (ZWILLE protein)/PINHEAD /PINHEAD
T52134 Arabidopsis thaliana CAA11429 T52134 Zwille protein/Zwille protein100

90

89

XP_464271 Oryza sativa (japonica cultivar-group) BAD25174 BAD25726 putative leaf development protein Argonaute/putative leaf development protein Argonaute /putative leaf development protein Argonaute

91

NP_909924 Oryza sativa (japonica cultivar-group) AAO37538 putative argonaute protein/putative argonaute protein
AT2G27880 = NP_850110 A84678 Q9SJK3 AAD21514 unknown protein/A84678 Argonaute (AGO1)-like protein /AGOL_ARATH Argonaute-like protein At2g27880/Argonaute (AGO1)-like protein33

XP_469311 Oryza sativa (japonica cultivar-group) AAP68386 putative leaf development and shoot apical meristem regulating protein/putative leaf development and shoot apical meristem regulating protein46

XP_476934 Oryza sativa (japonica cultivar-group) BAC83909 BAD31843 putative leaf development protein Argonaute/putative leaf development protein Argonaute /putative leaf development protein Argonaute
90

83

XP_478040 Oryza sativa (japonica cultivar-group) BAD30270 BAD30662 putative zwille protein/putative leaf development protein Argonaute /putative leaf development protein Argonaute

73

AAY67884 Picea glauca argonaute/Zwille-like protein
AT2G27040 = NP_565633 AAK59586 AAK93710 AAC77862 AGO4 (ARGONAUTE 4)/putative Argonaute (AGO1) protein /putative argonaute AGO1 protein /Argonaute (AGO1)-like protein
ABC61505 Nicotiana benthamiana AGO4-2
ABC61504 Nicotiana benthamiana AGO4-188

47

NP_912975 Oryza sativa (japonica cultivar-group) BAA88176 unnamed protein product/putative zwille protein
56

AT5G21150 = NP_197613 AAO73892 unknown protein/PAZ (Piwi Argonaut and Zwille) family
BAD94152 Arabidopsis thaliana zwille/pinhead-like protein91

CAD66636 Arabidopsis thaliana ARGONAUTE9 protein100

38

XP_477327 Oryza sativa (japonica cultivar-group) BAC84805 BAD32046 putative ARGONAUTE9 protein/putative ARGONAUTE9 protein /putative ARGONAUTE9 protein

28

BAD81109 Oryza sativa (japonica cultivar-group) zwille protein -like
49

AT2G32940 = NP_180853 unknown protein
AAB91987 Arabidopsis thaliana Argonaute (AGO1)-like protein100

91

97

Smo_AGO7_47_3

99

Ppa_AGO7_24_1
Ppa_AGO7_44_1
Ppa_AGO7_36_158

100

93

Smo_AGO7_19_3
Smo_AGO7_36_3

Smo_AGO7_153_3100
AT1G31290 = NP_174414 AAF24586 unknown protein/T19E23.8
AT1G31280 = NP_174413 AAF24585 BAC43071 AAO64849 AGO2/T19E23.7 /unknown protein /At1g31280100

XP_473887 Oryza sativa (japonica cultivar-group) CAD41795 OSJNBa0008M17.11/OSJNBa0008M17.11
XP_473888 Oryza sativa (japonica cultivar-group) CAD41796 OSJNBa0008M17.12/OSJNBa0008M17.12100

100

XP_468898 Oryza sativa (japonica cultivar-group) AAS01930 putative piwi domain containing protein/putative piwi domain containing protein
AT1G69440 = NP_177103 AAG60096 AAQ92355 AGO7 (ARGONAUTE7)/pinhead-like protein /ZIPPY100
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