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AT2G46680 = NP_182191 NP_001031550 P46897 S47137 CAA47425 AAC69925 AAK76500 AAM14303 ATHB-7 (ARABIDOPSIS THALIANA HOMEOBOX 7); transcription factor/ATHB-7 (ARABIDOPSIS THALIANA HOMEOBOX 7) /ATHB7_ARATH Homeobox-leucine zipper protein ATHB-7 (Homeodo
AAC39462 Arabidopsis thaliana ATHB-12

3G61890 = NP_191748 CAB71896 AAL24310 AAM64743 AAN72217 ATHB-12; transcription factor/homeobox-leucine zipper protein ATHB-12 /homeobox-leucine zipper protein ATHB-12 /homeobox-leucine zipper protein ATHB-12 /homeobox-leucine zipper protein ATHB-1
AAAB3768 Helianthus annuus homeobox-leucine zipper protein HAHB-4

AAD37699 Oryza sativa (indica cultivar-group) BAD46372 Oryza sativa (japonica cultivar-group) homeodomain leucine zipper protein/putative homeodomain leucine zipper protein
AAQ88401 Capsicum annuum HD-ZIP

AAD38144 Prunus armeniaca homeobox leucine zipper protein
99 —XP_467056 Oryza sativa (japonica cultivar-group) BAD25576 putative homeodomain leucine zipper protein/putative homeodomain leucine zipper protein
L———XP_473365 Oryza sativa (japonica cultivar-group) CAD41267 AAO72559 OSJNBb0103108.6/0SJNBb0103108.6 /nomeodomain leucine zipper protein-like protein
37 NP_921391 Oryza sativa (japonica cultivar-group) AAK92664 AAP53678 putative homeotic protein/Putative homeotic protein /hypothetical protein LOC_0Os10g26500
48 XP_470308 Oryza sativa (japonica cultivar-group) AAL84311 putative DNA-binding protein/putative DNA-binding protein
ABC86567 Triticum aestivum homeodomain-leucine zipper transcription factor TaHDZipl-2

58, AT1G26960 = NP_564268 AAD14502 AAM61475 AAP88361 DNA binding/transcription factor /64038/putative DNA-binding protein /At1g26960

BAA05623 Daucus carota DNA-binding protein
BAA05625 Daucus carota DNA-binding protein
94 —AAMG63933 Arabidopsis thaliana homeobox gene 13 protein
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IAT1G69780 = NP_177136 AAF20996 AAG52541 AAL09811 AAM91475 ATHB13; DNA binding/transcription factor /homeodomain leucine-zipper protein ATHB13 /homeobox gene 13 protein; 11736-10437 /At1969780/T6C23_2 /At1969780/T6C23_2
AAAB3765 Helianthus annuus HAHB-1

AAT39931 Solanum demissum AAT40488 AAT40518 putative HD-zip protein/putative DNA-binding protein /putative HD-zip protein
AT3G01220 = NP_186771 AAF26152 AAM65170 DNA binding/transcription factor /putative homeobox-leucine zipper protein, HAT7 /putative homeobox-leucine zipper protein, HAT7

AT5G15150 = NP_568309 Q00466 CAA44513 AAA56906 CAB89325 ATHB-3 (ARABIDOPSIS THALIANA HOMEOBOX 3); DNA binding/transcription factor /HAT7_ARATH Homeobox-leucine zipper protein HAT7 (HD-ZIP protein 7) (HD-ZIP protein ATHB-3)/Athb-3 /homeobox protein/h
4 S51929 Daucus carota S51929 homeotic protein CHBS5 - carrot

ABA54144 Picea glauca homeobox-leucine zipper-like protein
Smo_ATHB-7_1_1 Smo_ATHB-7_19_1

BAB18171 Zinnia elegans homeobox-leucine zipper protein
D 5_OEBAAZOW Daucus carota DNA-binding protein
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AAF01764 Glycine max homeodomain-leucine zipper protein 56

39 AAK84885 Phaseolus vulgaris homeodomain leucine zipper protein HDZ1

160

55 73 I—AT4G40060 =NP_195716 CAB38919 AAD46064 CAB80669 AAK43939 AAK96762 AAM91317 ATHB16; transcription factor/homeodomain-like protein /homeodomain leucine-zipper protein ATHB16 /homeodomain-like protein /homeodomain-like protein /homeodomain-like protei
99 —AAF73482 Brassica rapa subsp. pekinensis hb-6-like protein

AT2G22430 = NP_565536 P46668 CAA47427 AAD41726 AAL31198 AAL36175 AAD22367 AAM19827 AAM67436 AAR04932 Brassica napus ATHBG6; transcription factor/ATHB6_ARATH Homeobox-leucine zipper protein ATHB-6 (Homeodomain transcription factor ATHB-6) (HD-ZIP pr
CAB67118 Lycopersicon esculentum homeodomain protein

36 AAL57494 Craterostigma plantagineum homeodomain leucine zipper protein CPHB-4

AT5G65310 = NP_001032151 NP_201334 P46667 CAA47426 BAB11553 AAG40406 AAL66990 AAM14279 ATHB5/ATHBS5; transcription factor /ATHB5_ARATH Homeobox-leucine zipper protein ATHB-5 (HD-ZIP protein ATHB-5)/Athb-5 /homeobox-leucine zipper protein ATHB-5 (HD-z
BAD27254 Silene latifolia SIHDL1

AAM48290 Nicotiana tabacum homeodomain protein Hfi22
Smo_ATHB-7_3_1 Smo_ATHB-7918506598_1
Smo_ATHB-7_4_1 Smo_ATHB-7_6_1
Smo_ATHB-7_2_1 Smo_ATHB-7_5_1
Ppa_ATHB-7_10_1 BAA93466 Physcomitrella patens BAC54164 BAC54165 homeobox protein PpHB7/homeobox protein Pphb7 long form /homeobox protein Pphb7 short form
100 BAA93467 Physcomitrella patens homeobox protein Pphb8
£pa_ATHB-7_27_1
Ppa_ATHB-7_3_1
Ppa_ATHB-7_1_1

9 55 Ppa_ATHB-7_33_1 BAA93468 Physcomitrella patens homeobox protein PpHB9
_| 78 EPpa_ATHB-7_1 9 1

Ppa_ATHB-7_5_1

4] 3 Ppa_ATHB-7_24_1

Ppa_ATHB-7_21_1

Ppa_ATHB-7_22_1 BAA93465 Physcomitrella patens homeobox protein PpHB6
Ppa_ATHB-7_25_1 BAA93464 Physcomitrella patens homeobox protein PpHB5
Ppa_ATHB-7_11_1

Ppa_ATHB-7_14_1

1C0

72

Ppa_ATHB-7_2_1
BAA93460 Physcomitrella patens homeobox protein PpHB1
pa_ATHB-7_6_1
Ppa_ATHB-7_26_1 BAA93461 Physcomitrella patens homeobox protein PpHB2

100 L—AAKS4886 Phaseolus vulgaris homeodomain leucine zipper protein HDZ2

AAF01765 Glycine max homeodomain-leucine zipper protein 57
) BAA05622 Daucus carota DNA-binding protein
78 AAL57496 Craterostigma plantagineum homeodomain leucine zipper protein CPHB-6
AAL57497 Craterostigma plantagineum ABA39174 homeodomain leucine zipper protein CPHB-7/HDZip transcription factor HB-7

33 AAX98670 Glycine max HDZip | protein

7 BAA05624 Daucus carota DNA-binding protein
20 CAA64417 Lycopersicon esculentum homeobox

76 21 AT1G27050 = NP_174025 AAF79854 nucleic acid binding/transcription factor /T7N9.11
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XP_507232 Oryza sativa (japonica cultivar-group) XP_482406 AAD37698 Oryza sativa (indica cultivar-group) BAC98578 Oryza sativa (japonica cultivar-group) PREDICTED P0433E10.14 gene product/homeodomain leucine zipper protein /homeodomain leucine zi

XP_467603 Oryza sativa (japonica cultivar-group) XP_506952 AAS68137 AAS83417 BAD15915 BAD16354 putative homeodomain leucine zipper protein/PREDICTED OSJNBa0072H09.24 gene product /homeodomain leucine zipper protein 16 /Hox16 /putative homeodomain leu
AAL57495 Craterostigma plantagineum homeodomain leucine zipper protein CPHB-5

AT3G01470 = NP_186796 Q02283 CAA41625 AAA32816 AAF01532 AAL25601 AAM19982 ATHB-1; transcription factor/HAT5_ARATH Homeobox-leucine zipper protein HAT5 (HD-ZIP protein 5) (HD-ZIP protein ATHB-1)/Athb-1 protein /homeobox protein/homeobox-leucine zippe
AAK84887 Phaseolus vulgaris homeodomain leucine zipper protein HDZ3

¢|_—NP_921 145 Oryza sativa (japonica cultivar-group) AAM08542 AAQ55492 Oryza sativa (indica cultivar-group) ABB47385 Oryza sativa (japonica cultivar-group) ABB47386 putative homeodomain leucine zipper protein/Putative homeodomain leucine zipper prote
12] 81 NP_912562 Oryza sativa (japonica cultivar-group) AAN64145 AAS83420 Unknown protein/Unknown protein /Hox13

ﬁXP_506668 Oryza sativa (japonica cultivar-group) XP_450967 AAD37697 Oryza sativa (indica cultivar-group) BAD22271 Oryza sativa (japonica cultivar-group) PREDICTED OJ1595_D08.21 gene product/homeodomain leucine zipper protein /homeodomain leucine

D! ABC86566 Triticum aestivum homeodomain-leucine zipper transcription factor TaHDZipl-1
XP_482997 Oryza sativa (japonica cultivar-group) XP_507271 BAD10283 putative homeodomain leucine zipper protein/PREDICTED OSJNBb0092C08.26 gene product /putative homeodomain leucine zipper protein
BAA34238 Ceratopteris richardii CRHB4
94 54 BAA34242 Ceratopteris richardii CRHB8
70 BAA34240 Ceratopteris richardii BAA34245 CRHB6/CRHB11
48 o7 97 ——BAAB34241 Ceratopteris richardii CRHB7
L ___BAAB34239 Ceratopteris richardii CRHB5

AT5G53980 = NP_200209 BAB10728 AAV31157 AAX49369 transcription factor/unnamed protein product /At5953980 /At5953980
34 97 | AAS83422 Oryza sativa (indica cultivar-group) Hox12
100

XP_478887 Oryza sativa (japonica cultivar-group) BAC79833 AAS68139 BAD30497 homeodomain protein-like/homeodomain protein-like /homeodomain leucine zipper protein 14 /homeodomain protein-like
89 AT2G18550 = NP_179445 AAD12212 HB-2; DNA binding/transcription factor /putative homeodomain transcription factor
%ATSGSWOO = NP_201471 BAA97276 AAV85903 ABD60730 HB53; DNA binding/transcription factor /homeodomain transcription factor-like /homeodomain protein /At5g66700
AT4G36740 = NP_195392 CAB16824 CAB80340 DNA binding/transcription factor /homeodomain protein /homeodomain protein
I AT2G36610 = NP_850266 AAD20137 AAM15313 AAY78719 DNA binding/transcription factor /putative DNA binding protein with homeobox domain /putative DNA binding protein with homeobox domain /homeobox-leucine zipper family protein
L———————AT5G03790 = NP_195999 CAB82944 BAB08604 DNA binding/transcription factor /homeodomain-like protein /homeodomain-like protein
100 r—AAQ16127 Gossypium hirsutum homeodomain protein BNLGHi6863
LAAM97322 Gossypium hirsutum homeodomain protein GhHOX2

100

100 Ppa_ATHB-7_9_1

@|_—Ppa_ATHB-7_1 3_1 BAA93462 Physcomitrella patens homeobox protein PpHB3
Ppa_ATHB-7_12_1

AAD37696 Oryza sativa (indica cultivar-group) homeodomain leucine zipper protein
16 ——  AAA79778 Helianthus annuus homeodomain protein

59 ﬁEAT4G37790 = NP_195493 P46604 AAA56902 AAA56903 CAB38927 CAB80444 CAD29653 AAM65105 AAN86151 HAT22; transcription factor/HAT22_ARATH Homeobox-leucine zipper protein HAT22 (HD-ZIP protein 22) /homeobox protein /homeobox protein /homeobox protein HAT22

AT2G22800 = NP_179865 P46603 AAA56907 AAA56908 AAC32427 CAD29652 AAM15064 HAT9; DNA binding/transcription factor /HAT9_ARATH Homeobox-leucine zipper protein HAT9 (Homeodomain-leucine zipper protein HAT9) (Homeodomain transcription factor HAT9) (HD-Z
CAA06728 Craterostigma plantagineum homeodomain leucine zipper protein

BAD68680 Oryza sativa (japonica cultivar-group) putative homeodomain leucine zipper protein

AAD37695 Oryza sativa (indica cultivar-group) AAO47728 BAD68682 Oryza sativa (japonica cultivar-group) homeodomain leucine zipper protein/homeodomain leucine zipper protein /homeodomain leucine zipper protein
ABC86568 Triticum aestivum homeodomain-leucine zipper transcription factor TaHDZiplI-1

CAEO05141 Oryza sativa (japonica cultivar-group) OSJNBa0065H10.13
i‘:?%‘” 52 Pimpinella brachycarpa CAA64491 homeobox-leucine zipper proteinfhomeobox-leucine zipper protein
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100 70 BAD27255 Silene latifolia SIHDL2

AA64221 Pimpinella brachycarpa homeobox-leucine zipper protein

NP_922733 Oryza sativa (japonica cultivar-group) CAA65456 Oryza sativa (indica cultivar-group) AAF19980 AAK31270 Oryza sativa (japonica cultivar-group) AAP55020 homeodomain leucine zipper protein hox1/DNA-binding protein /homeodomain-leucine zipp
ABDG64945 Brassica oleracea homeobox-leucine zipper protein, putative

AT4G17460 = NP_193476 P46600 AAA56898 AAA56899 CAB10527 CAB78749 CAD29651 AAM64872 AAO64161 AAP04097 ABD65097 Brassica oleracea ABD65141 HAT1; DNA binding/transcription factor /HAT1_ARATH Homeobox-leucine zipper protein HAT1 (HD-ZIP protein 1) /ho
AAA74017 Glycine max CAA63222 homeobox-leucine zipper protein homolog; Method: conceptual translation supplied by author/homeobox-leucine zipper protein

AAM18493 Arabidopsis lyrata subsp. petraesa AAO19396 AAO19397 Arabidopsis lyrata AAO19398 AAO19399 AAO19400 AAO19401 AAO19402 AAO19403 AAO19404 AAO19405 AAO19406 AAO19407 AAO19408 AAO19409 AAO19410 AAO19411 AAO19412 AAO19413 HAT4/HAT4 /HAT4 /HAT4 /H
AT4G16780 = NP_193411 Q05466 CAA48246 CAA48248 CAA79670 AAA32815 CAB10452 CAB78720 CAB96199 Capsella rubella AT4G16780 = AAK53037 AAL87400 AAO19435 AAO19436 AAO19437 AAO19438 ATHB-2; DNA binding/transcription factor HAT4_ARATH Homeobox-leucine
AAA56904 Arabidopsis thaliana AAA56905 homeobox protein/homeobox protein
3G60390 = NP_191598 P46602 CAB81825 CAD29465 AAM20417 AAP42726 HAT3; transcription factor/HAT3_ARATH Homeobox-leucine zipper protein HAT3 (HD-ZIP protein 3) /Thomeobox-leucine zipper protein HAT3 /homeodomain-leucine zipper protein HAT3 /homeobox-I

AT2G44910 = NP_182018 P92953 CAA70771 AAC31833 CAD29650 DNA binding/transcription factor /ATHB4_ARATH Homeobox-leucine zipper protein ATHB-4 (HD-ZIP protein ATHB-4) /HD-Zip protein /homeodomain transcription factor (ATHB-4) /homeodomain-leucine zipp
CAA62608 Lycopersicon esculentum HD-ZIP protein

AAL57493 Craterostigma plantagineum homeodomain leucine zipper protein CPHB-3
BAA34243 Ceratopteris richardii CRHB9

——Smo_ATHB-7_9 _1

46~-AAZ23784 Medicago sativa type |l homeodomain-leucine zipper protein

AAO64814 Arabidopsis thaliana At5906710

T5G06710 = NP_196289 P46665 AAA56900 BAB09805 CAD24012 HAT14; DNA binding/transcription factor HAT14_ARATH Homeobox-leucine zipper protein HAT14 (HD-ZIP protein 14)/homeobox proteinfunnamed protein product /homeodomain-leucine zipper protein HAT14
BAA34244 Ceratopteris richardii CRHB10

BAA34237 Ceratopteris richardii CRHB3

BAA34236 Ceratopteris richardii CRHB2

Smo_ATHB-7_7_1

XP_470610 Oryza sativa (japonica cultivar-group) AAO00684 AAO06960 Hypothetical protein/Hypothetical protein /Hypothetical protein

NP_919487 Oryza sativa (japonica cultivar-group) AAK00416 AAL91609 AAP51774 putative homeobox protein HAT22/Putative homeobox protein HAT22 /Putative homeobox protein HAT22 /Homeobox associated leucine zipper, putative
—Ppa_ATHB-7_18_1 Ppa_ATHB-7859638422_1

{—Ppa_ATHB-7_8_1
Ppa_ATHB-7997359606_1 Ppa_ATHB-7_7_1 BAA93463 Physcomitrella patens homeobox protein PpHB4
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