
AT5G24520 = NP_197840 NP_851070 NP_851069 Q9XGN1 CAB45372 BAB11204 CAC10523 AAV74225 AAW39014 TTG1 (TRANSPARENT TESTA GLABRA 1); nucleotide binding/TTG1 (TRANSPARENT TESTA GLABRA 1); nucleotide binding /TTG1 (TRANSPARENT TESTA GLABRA 1); nucleotide
CAC10524 Arabidopsis thaliana transparent testa glabra 1
CAE53274 Matthiola incana transparenta testa glabra 1 protein
AAF27919 Malus x domestica Ttg1-like protein

AAC18914 Petunia x hybrida AN11
BAB58883 Perilla frutescens putative regulatory protein in anthocyanin biosynthesis

AAM95645 Gossypium hirsutum WD-repeat protein GhTTG3
AAK19614 Gossypium hirsutum GHTTG1

AAM95641 Gossypium hirsutum WD-repeat protein GhTTG1
AAM95642 Gossypium hirsutum WD-repeat protein GhTTG1

AAM76742 Zea mays anthocyanin biosynthetic gene regulator PAC1
BAD27834 Oryza sativa (japonica cultivar-group) putative anthocyanin biosynthetic gene regulator PAC1
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Smo_TTG_1_2
AAM95643 Gossypium hirsutum AAM95644 WD-repeat protein GhTTG2/WD-repeat protein GhTTG2

AAM95646 Gossypium hirsutum WD-repeat protein GhTTG4
AT1G12910 = NP_172751 AAF78495 AAM13100 AAM91176 CAE76645 Matthiola incana AN11; nucleotide binding/Identical to WD repeat protein ATAN11 from Arabidopsis thaliana gb¦U94746 and contains multiple WD domain PF¦00400 repeats. ESTs gb¦H35958, gb¦AA7
AAM65213 Arabidopsis thaliana flower pigmentation protein ATAN11
AAC18912 Arabidopsis thaliana ATAN11

AAO42231 Arabidopsis thaliana putative transcriptional regulator protein
AT3G26640 = NP_189298 CAA66815 CAA66120 BAB01729 AAM63346 AAV85716 nucleotide binding/hypothetical protein /beta-transducin like protein /beta-transducin like protein /transcriptional regulator protein, putative /At3g26640

AAR01949 Zea mays WD40 repeat protein
XP_466030 Oryza sativa (japonica cultivar-group) BAD25387 putative WD40 repeat protein/putative WD40 repeat protein
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