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ZP_00110089 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
ZP_00106776 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat85

YP_288117 Thermobifida fusca YX P49695 Thermomonospora curvata AAB05822 AAZ54094 Thermobifida fusca YX Tyrosine protein kinase:WD-40 repeat:Serine/threonine protein kinase /PKWA_THECU Probable serine/threonine-protein kinase pkwA /PkwA /Tyrosine
NP_487506 Nostoc sp. PCC 7120 Q8YRI1 BAB75165 WD-40 repeat protein/YY46_ANASP Hypothetical WD-repeat protein alr3466/WD-40 repeat protein25

ZP_00112371 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
NP_925834 Gloeobacter violaceus PCC 7421 BAC90829 WD-repeat protein/WD-repeat protein

NP_927297 Gloeobacter violaceus PCC 7421 BAC92292 WD-repeat protein/WD-repeat protein72
NP_924911 Gloeobacter violaceus PCC 7421 BAC89906 WD-repeat protein/WD-repeat protein15
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NP_927302 Gloeobacter violaceus PCC 7421 BAC92297 WD-repeat protein/WD-repeat protein
NP_486840 Nostoc sp. PCC 7120 Q8YTC2 BAB74499 WD-repeat protein/Y2800_ANASP Hypothetical WD-repeat protein alr2800 /WD-repeat protein

NP_484073 Nostoc sp. PCC 7120 BAB77553 WD-40 repeat protein/WD-40 repeat protein
YP_323138 Anabaena variabilis ATCC 29413 ABA22243 Possible Transcriptional Regulator, Fis family/Possible Transcriptional Regulator, Fis family100
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4

0

YP_323778 Anabaena variabilis ATCC 29413 ABA22883 Pentapeptide repeat/Pentapeptide repeat
ZP_00108001 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat20

3

ZP_00111547 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat

7

AAL37301 Podospora anserina beta transducin-like protein HET-D2Y
AAL37298 Podospora anserina AAL37299 AAL37300 beta transducin-like protein HET-E2C/beta transducin-like protein HET-E2C*4 /beta transducin-like protein HET-E2C*40

Q00808 Podospora anserina AAA85775 HETE1_PODAN Vegetatible incompatibility protein HET-E-1/beta transducin-like protein99
96

YP_322698 Anabaena variabilis ATCC 29413 ABA21803 Peptidase C14, caspase catalytic subunit p20/Peptidase C14, caspase catalytic subunit p20
XP_748801 Aspergillus fumigatus Af293 EAL86763 hypothetical protein Afu7g07100/NACHT domain protein, putative58

BAE66184 Aspergillus oryzae unnamed protein product31

19

BAE61695 Aspergillus oryzae unnamed protein product
EAQ93608 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_0184341

XP_681737 Aspergillus nidulans FGSC A4 EAA67090 hypothetical protein AN8468.2/hypothetical protein AN8468.221

5

1

YP_378534 Chlorobium chlorochromatii CaD3 ABB27491 WD-40 repeat/WD-40 repeat
ZP_00675254 Trichodesmium erythraeum IMS101 EAO26104 Protein kinase:G-protein beta WD-40 repeat/Protein kinase:G-protein beta WD-40 repeat51

YP_322074 Anabaena variabilis ATCC 29413 ABA21179 WD-40 repeat/WD-40 repeat
ZP_00110817 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat98
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1

YP_325347 Anabaena variabilis ATCC 29413 ABA24452 Serine/Threonine protein kinase with WD40 repeats /Serine/Threonine protein kinase with WD40 repeats
NP_487159 Nostoc sp. PCC 7120 BAB74818 hypothetical protein alr3119/alr3119100

ZP_00112115 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat95

ZP_00111942 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
ZP_00108502 Nostoc punctiforme PCC 73102 COG0515: Serine/threonine protein kinase

YP_304107 Methanosarcina barkeri str. fusaro AAZ69527 WD-repeat protein/WD-repeat protein61
27

YP_325174 Anabaena variabilis ATCC 29413 ABA24279 WD-40 repeat/WD-40 repeat
ZP_00110163 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat44

5

4

0

3022_Cre
ZP_00528481 Chlorobium phaeobacteroides DSM 266 EAM35324/

XP_608583 Bos taurus PREDICTED: similar to CG7568-PA
NP_001020196 Rattus norvegicus AAH91226 hypothetical protein LOC363267/Hypothetical protein LOC363267
XP_534593 Canis familiaris PREDICTED: similar to CG7568-PA

BAE00625 Macaca fascicularis unnamed protein product35
42

NP_849143 Homo sapiens BAC05039 BAC05425 AAH36377 BAC87175 AAX93215 hypothetical protein LOC164781/unnamed protein product /unnamed protein product /WDR69 protein /unnamed protein product /unknown
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NP_484327 Nostoc sp. PCC 7120 BAB77807 WD-40 repeat protein/WD-40 repeat protein
NP_486164 Nostoc sp. PCC 7120 Q8YV57 BAB73823 WD-40 repeat protein/Y2124_ANASP Hypothetical WD-repeat protein all2124 /WD-40 repeat protein

YP_320560 Anabaena variabilis ATCC 29413 ABA19665 Peptidase C14, caspase catalytic subunit p20/Peptidase C14, caspase catalytic subunit p20100
ZP_00111951 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat64
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5

NP_484708 Nostoc sp. PCC 7120 BAB72622 WD-40 repeat protein/WD-40 repeat protein
NP_486831 Nostoc sp. PCC 7120 BAB74490 WD-repeat protein/WD-repeat protein

NP_617428 Methanosarcina acetivorans C2A AAM05908 WD40-repeat containing protein/WDt40-repeat containing protein
YP_306342 Methanosarcina barkeri str. fusaro AAZ71762 WD40-repeat containing protein/WD40-repeat containing protein99

YP_323477 Anabaena variabilis ATCC 29413 ABA22582 WD-40 repeat/WD-40 repeat
ZP_00107968 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat

ZP_00106905 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat96
97

NP_488874 Nostoc sp. PCC 7120 BAB76533 WD-repeat protein/WD-repeat protein
ZP_00106355 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat77

73
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ZP_00673816 Trichodesmium erythraeum IMS101 EAO27601 G-protein beta WD-40 repeat/G-protein beta WD-40 repeat
ZP_00671606 Trichodesmium erythraeum IMS101 EAO29768 G-protein beta WD-40 repeat/G-protein beta WD-40 repeat50

ZP_00672792 Trichodesmium erythraeum IMS101 EAO28686 G-protein beta WD-40 repeat/G-protein beta WD-40 repeat100

53
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AT2G46280 = NP_182151 NP_850450 NP_973697 Q38884 AAC49079 AAC62878 AAK43862 AAL47346 TRIP-1 (TGF-BETA RECEPTOR INTERACTING PROTEIN 1); nucleotide binding/TRIP-1 (TGF-BETA RECEPTOR INTERACTING PROTEIN 1); nucleotide binding /TRIP-1 (TGF-BETA RECEPTOR
AAG53616 Arabidopsis thaliana eukaryotic initiation factor 3I1 subunit99

AT2G46290 = NP_182152 AAC62877 BAC43524 nucleotide binding/eukaryotic translation initiation factor 3 delta subunit /putative eukaryotic translation initiation factor 3 delta subunit97

AAV31388 Oryza sativa (japonica cultivar-group) putative TGF-beta receptor interacting protein
XP_481483 Oryza sativa (japonica cultivar-group) AAQ56413 AAQ56424 BAC92643 BAC92579 putative TGF-beta receptor-interacting protein/putative TGF-beta receptor-interacting protein 1 /TGF-beta receptor-interacting protein-like protein /putative TGF-bet100

AAK49947 Phaseolus vulgaris TGF-beta receptor-interacting protein 136

61

Smo_TRIP1_1_1 Smo_TRIP1_81_2

66

Ppa_TRIP1_1_1
Ppa_TRIP1_4_158
Ppa_TRIP1_18_197

99

CAJ09354 Leishmania major eukaryotic translation initiation factor 3 subunit, putative
XP_829025 Trypanosoma brucei TREU927 EAN79913 Trypanosoma brucei eukaryotic translation initiation factor 3 subunit/eukaryotic translation initiation factor 3 subunit, putative

XP_809156 Trypanosoma cruzi strain CL Brener XP_816024 EAN87305 Trypanosoma cruzi EAN94173 eukaryotic translation initiation factor 3 subunit/eukaryotic translation initiation factor 3 subunit /eukaryotic translation initiation factor 3 subunit, pu
AAR05659 Trypanosoma cruzi translation initiation factor 34100

100
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gnl|CMER|CMC064C_eukaryotic_translation_initiation_factor_eIF-3_subunit_2
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XP_567255 Cryptococcus neoformans var. neoformans JEC21 EAL23222 Cryptococcus neoformans var. neoformans B-3501A AAW41436 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein/hypothetical protein CNBA5660 /conserved hypothetical pro
NP_586137 Encephalitozoon cuniculi GB-M1 CAD25741 TRANSLATION INITIATION FACTOR IF3 SUBUNIT 2/TRANSLATION INITIATION FACTOR IF3 SUBUNIT 2

XP_721466 Candida albicans SC5314 XP_721194 EAL02386 EAL02667 hypothetical protein CaO19_2967/hypothetical protein CaO19_10484 /hypothetical protein CaO19.10484 /hypothetical protein CaO19.2967
XP_458803 Debaryomyces hansenii CBS767 CAG86947 hypothetical protein DEHA0D08624g/unnamed protein product64

XP_455416 Kluyveromyces lactis NRRL Y-1140 CAG98124 unnamed protein product/unnamed protein product
NP_984360 Eremothecium gossypii AAS52184 Ashbya gossypii ATCC 10895 ADR264Cp/ADR264Cp93

NP_013866 Saccharomyces cerevisiae P40217 CAA87361 AAC49616 AAS56742 Subunit of the core complex of translation initiation factor 3(eIF3), which is essential for translation; Tif34p/IF32_YEAST Eukaryotic translation initiation factor 3 39 kDa subunit
XP_449079 Candida glabrata CBS 138 CAG62049 unnamed protein product/unnamed protein product67
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XP_499703 Yarrowia lipolytica CLIB122 CAG83626 hypothetical protein/unnamed protein product
XP_660601 Aspergillus nidulans FGSC A4 EAA63568 hypothetical protein AN2997.2/hypothetical protein AN2997.2
XP_754751 Aspergillus fumigatus Af293 EAL92713 eukaryotic translation initiation factor 3 subunit 2i/eukaryotic translation initiation factor 3 subunit 2i, putative
BAE56331 Aspergillus oryzae unnamed protein product59

100

XP_368231 Magnaporthe grisea 70-15 hypothetical protein MG01013.4
Smo_TRIP1719722306_1

XP_390444 Gibberella zeae PH-1 EAA69966 conserved hypothetical protein/conserved hypothetical protein
XP_956549 Neurospora crassa N150 XP_323195 Neurospora crassa EAA27313 hypothetical protein/hypothetical protein /hypothetical protein

EAQ84662 Chaetomium globosum CBS 148.51 conserved hypothetical protein65
68
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XP_760468 Ustilago maydis 521 EAK85606 hypothetical protein UM04321.1/hypothetical protein UM04321.1
NP_594958 Schizosaccharomyces pombe 972h- T42745 Schizosaccharomyces pombe P79083 BAA13849 CAA70722 CAB11277 hypothetical protein SPAC4D7.05/T42745 hypothetical protein - fission yeast (Schizosaccharomyces pombe) (fragment) /IF32_SCHPO Eukaryotic t51
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NP_490988 Caenorhabditis elegans AAK68601 Eukaryotic Initiation Factor family member (eif-3.I)/Eukaryotic initiation factor protein 3.I
CAE60390 Caenorhabditis briggsae Hypothetical protein CBG03991100

XP_392780 Apis mellifera PREDICTED: similar to CG8882-PA
XP_316636 Anopheles gambiae str. PEST EAA10908 ENSANGP00000011568/ENSANGP00000011568

AAU89474 Aedes aegypti putative translation initiation factor 3 subunit 2 (eif-3 beta)98
EAL33005 Drosophila pseudoobscura GA21387-PA
NP_523478 Drosophila melanogaster O02195 AAB53431 AAF52183 AAM49896 Trip1 CG8882-PA/IF32_DROME Eukaryotic translation initiation factor 3 subunit 2 (eIF-3 beta) (eIF3i) (TRIP-1 homolog) /TRIP-1 homolog /CG8882-PA /LD24026p99
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AAW25130 Schistosoma japonicum SJCHGC02831 protein
AAX36269 synthetic construct eukaryotic translation initiation factor 3 subunit 2 beta

XP_125917 Mus musculus XP_910972 PREDICTED: hypothetical protein LOC75030/PREDICTED: similar to Eukaryotic translation initiation factor 3 subunit 2 (eIF-3 beta) (eIF3 p36) (eIF3i) (TGF-beta receptor interacting protein 1) (TRIP-1)
AAW28137 Oryctolagus cuniculus eukaryotic translation initiation factor 3 subunit 2 beta81

CAH92198 Pongo pygmaeus hypothetical protein67

XP_513281 Pan troglodytes NP_061269 Mus musculus NP_003748 Homo sapiens Q9QZD9 Mus musculus Q13347 Homo sapiens AAC50224 AAC97144 AAF01455 Mus musculus AAF76199 AAH00413 Homo sapiens BAB22440 Mus musculus BAB27177 BAB28197 AAH03140 Homo
45

XP_535328 Canis familiaris NP_001015628 Bos taurus Q5E966 AAX09071 AAI03178 PREDICTED: similar to Eukaryotic translation initiation factor 3 subunit 2 (eIF-3 beta) (eIF3 p36) (eIF3i) (TGF-beta receptor interacting protein 1) (TRIP-1)/eukaryotic tra
48

BAD96203 Homo sapiens eukaryotic translation initiation factor 3, subunit 2 beta, 36kDa variant
44
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XP_417800 Gallus gallus PREDICTED: similar to Eukaryotic translation initiation factor 3 subunit 2 (eIF-3 beta) (eIF3 p36) (eIF3i) (TGF-beta receptor interacting protein 1) (TRIP-1)
AAH81058 Xenopus laevis Eif3s2 protein

NP_001016779 Xenopus tropicalis NP_001015781 AAH89722 eukaryotic translation initiation factor 3, subunit 2 beta, 36kDa/MGC108352 protein /MGC108352 protein99
57
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NP_998155 Danio rerio AAH45995 AAH65874 eukaryotic translation initiation factor 3, subunit 2 beta/Eukaryotic translation initiation factor 3, subunit 2 beta /Eif3s2 protein
CAF99511 Tetraodon nigroviridis unnamed protein product80
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XP_654125 Entamoeba histolytica HM-1:IMSS EAL48739 eukaryotic translation initiation factor 3 subunit 2/eukaryotic translation initiation factor 3 subunit 2, putative
EAR96935 Tetrahymena thermophila SB210 eukaryotic translation initiation factor 3, putative60

XP_676295 Plasmodium berghei strain ANKA CAH96950 Plasmodium berghei eukaryotic translation initiation factor 3 37.28 kDa subunit,/eukaryotic translation initiation factor 3 37.28 kDa subunit, putative
XP_725557 Plasmodium yoelii yoelii str. 17XNL EAA17122 Plasmodium yoelii yoelii eukaryotic translation initiation factor 3 39 kDa subunit/eukaryotic translation initiation factor 3 39 kDa subunit100

NP_704101 Plasmodium falciparum 3D7 CAD50916 eukaryotic translation initiation factor 3 37.28 kDa subunit, putative/eukaryotic translation initiation factor 3 37.28 kDa subunit, putative100

XP_953683 Theileria annulata strain Ankara CAI73005 Theileria annulata eukaryotic translation initiation factor 3 (eIF3), subunit/eukaryotic translation initiation factor 3 (eIF3), subunit, putative
XP_766613 Theileria parva strain Muguga EAN34330 Theileria parva eukaryotic translation initiation factor 3 subunit 2/eukaryotic translation initiation factor 3 subunit 2, putative100

100

XP_638213 Dictyostelium discoideum AX4 EAL64679 Dictyostelium discoideum hypothetical protein DDB0186657/hypothetical protein DDB0186657
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AAM94012 Griffithsia japonica TGF-beta receptor-interacting protein 1

92

XP_828273 Trypanosoma brucei TREU927 EAN79161 Trypanosoma brucei hypothetical protein Tb11.42.0004/hypothetical protein, conserved
XP_964795 Neurospora crassa N150 XP_325059 Neurospora crassa EAA35559 hypothetical protein/hypothetical protein /hypothetical protein

XP_366370 Magnaporthe grisea 70-15 EAQ70734 hypothetical protein MG10588.4/hypothetical protein MGG_ch7g141100
BAE62419 Aspergillus oryzae unnamed protein product

XP_680974 Aspergillus nidulans FGSC A4 EAA61220 hypothetical protein AN7705.2/hypothetical protein AN7705.2100
96

XP_759483 Ustilago maydis 521 EAK84204 hypothetical protein UM03336.1/hypothetical protein UM03336.1
XP_568762 Cryptococcus neoformans var. neoformans JEC21 EAL22373 Cryptococcus neoformans var. neoformans B-3501A AAW41455 Cryptococcus neoformans var. neoformans JEC21 serine/threonine kinase receptor associated protein /hypothetical protein CNBB84
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AAH81265 Xenopus laevis MGC86380 protein
XP_575708 Rattus norvegicus NP_001011969 NP_035629 Mus musculus Q9Z1Z2 AAC98300 BAC35972 BAC36834 AAH83714 Rattus norvegicus BAE31097 Mus musculus BAE26796 PREDICTED: serine/threonine kinase receptor associated protein (predicted) /serine/threo
NP_001015567 Bos taurus NP_009109 Homo sapiens XP_543790 Canis familiaris XP_520769 Pan troglodytes XP_866613 Canis familiaris Q9Y3F4 Homo sapiens CAB38041 BAA75544 CAB66626 AAF29111 AAH00162 AAL15433 AAH62306 AAV38847 AAV38848 AAX09078 Bos100

NP_001006247 Gallus gallus CAG31560 serine/threonine kinase receptor associated protein /hypothetical protein95

CAF96754 Tetraodon nigroviridis unnamed protein product
NP_956598 Danio rerio AAH49525 AAH65428 CAI20638 serine/threonine kinase receptor associated protein /Serine/threonine kinase receptor associated protein /Serine/threonine kinase receptor associated protein /serine\/threonine kinase receptor associat

AAK01368 Carassius auratus gibelio serine-threonine kinase receptor-associated protein91
66
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100

3722_Cre
Ppa_TRIP1_33_1

Smo_TRIP1_15_2 Smo_TRIP1_5_293
AT1G15470 = NP_563978 AAD39675 AAM61168 AAN41335 nucleotide binding/Strong similarity to gb|AF096285 serine-threonine kinase receptor-associated protein from Mus musculus and contains 5 PF|00400 WD40, G-beta repeat domains. EST gb|F14050 comes from

AT1G52730 = NP_175682 NP_849800 AAD55591 AAP37674 nucleotide binding/nucleotide binding /Similar to gb|AJ010025 unr-interacting protein from Homo sapiens and contains 3 PF|00400 WD40 domains. EST gb|T45021 comes from this gene. /At1g52730
AT3G15610 = NP_566519 BAB02292 AAN72058 AAO30083 nucleotide binding/WD-40 repeat protein-like /expressed protein /Unknown protein99
XP_464562 Oryza sativa (japonica cultivar-group) BAD16018 BAD38438 putative serine-threonine kinase receptor-associated protein/putative serine-threonine kinase receptor-associated protein /putative serine-threonine kinase receptor-associated protein
BAE46565 Nicotiana glutinosa putative WD-40 repeat protein46

BAD32940 Oryza sativa (japonica cultivar-group) putative WD-40 repeat protein47
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XP_396504 Apis mellifera PREDICTED: similar to ENSANGP00000021722
XP_313892 Anopheles gambiae str. PEST EAA09322 ENSANGP00000021722/ENSANGP00000021722

NP_611804 Drosophila melanogaster AAF47023 AAL28548 CG3957-PA/CG3957-PA /HL01517p
EAL25671 Drosophila pseudoobscura GA17804-PA99
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XP_637742 Dictyostelium discoideum AX4 EAL64253 Dictyostelium discoideum hypothetical protein DDB0215888/hypothetical protein DDB0215888
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