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L—AAK95562 Zea mays leafy cotyledon1
AAL27658 Glycine max CCAAT-box binding factor HAP3 B domain
AAL27659 Vernonia galamensis CAI05932 Helianthus annuus CAI48078 CCAAT-box binding factor HAP3 B domain/leafy cotyledon 1-like protein /leafy cotyledon 1-like protein

AA042202 Arabidopsis thaliana unknown protein

42 46 99

AAL27657 Glycine max CCAAT-box binding factor HAP3 B domain
AANO01148 Phaseolus coccineus LEC1-like protein

91 I AAL27661 Triticum aestivum CCAAT-box binding factor HAP3 B domain
35 L AAL47208 Oryza sativa BAD69026 Oryza sativa (japonica cultivar-group) HAP3 transcriptional-activator/HAP3 transcriptional-activator

CAD33709 Bixa orellana leafy cotyledon protein
100 —Smo_LEC1_7_2

LSmo_LEC1_4_1

BAD12396 Daucus carota BAD15083 HAP3 like CCAAT box binding protein/CCAAT-box binding factor HAP3 homolog

AT2G13570 = NP_178981 Q9SIT9 AAD22680 transcription factor/NFYB7_ARATH Nuclear transcription factor Y subunit B-7 (AtNF-YB-7)/putative CCAAT-box binding trancription factor
AT2G47810 = NP_182302 082248 AAC63635 AAO42012 AAO50614 transcription factor/NFYB5_ARATH Nuclear transcription factor Y subunit B-5 (AtNF-YB-5)/putative CCAAT-box binding trancription factor /putative CCAAT-box binding trancription factor /putative

10il 29

L NP_914939 Oryza sativa (japonica cultivar-group) BAB64190 BAB93258 putative CCAAT-binding transcription factor subunit A(CBF-A)/putative HAP3-like transcriptional-activator /putative HAP3-like transcriptional-activator

AAL47207 Oryza sativa (indica cultivar-group) HAP3-like transcriptional-activator

Smo_LEC1_3_1Smo_LEC1_1_1
XP_468662 Oryza sativa (japonica cultivar-group) AAL47206 Oryza sativa (indica cultivar-group) AAS07059 Oryza sativa (japonica cultivar-group) putative DNA binding transcription factor/HAP3-like transcriptional-activator /putative DNA binding tra

BAD31143 Oryza sativa (japonica cultivar-group) BAD32022 putative transcription factor/putative transcription factor
AT4G14540 = NP_193190 023310 CAB10233 CAB78496 BAC42460 AAO39912 transcription factor/NFYB3_ARATH Nuclear transcription factor Y subunit B-3 (AtNF-YB-3) (Transcriptional activator HAP3C)/CCAAT-binding transcription factor subunit A(CBF-A) /CCAAT-bin

AT5G47640 = NP_199575 Q9FGJ3 CAA74052 BAB09090 AAK60334 AAL77727 ABD64993 Brassica oleracea transcription factor/NFYB2_ARATH Nuclear transcription factor Y subunit B-2 (AtNF-YB-2) (Transcriptional activator HAP3B)/Transcription factor /unnamed pro
Smo_LEC1_2_1Smo_LEC1_12_1

a_LEC1_2_1Ppa_LEC1_4_1
P25209 Zea mays Q60EQ4 Oryza sativa CAA42234 Zea mays AAO72650 Oryza sativa (
AT2G37060 = NP_850277 NP_973617 NP_001031500 Q8VYK4 AAD18153 AAL49943 AAM10272 transcription factor/unknown protein /Junknown protein /NFYB8_ARATH Nuclear transcription factor Y subunit B-8 (AtNF-YB-8)/putative CCAAT-box binding trancription factor /

Ppa_LEC1_5_1
japonica cultivar-group) BAC76332 AAU90178 NFYB_MAIZE Nuclear transcription factor Y subunit B (NF-YB) (CAAT-box DNA-binding protein subunit B)/NFYB3_ORYSA Nuclear tran

19
97
_|:|:AT3GS3340 = NP_190902 Q67XJ2 CAB67641 BAD44590 transcription factor/NFYBA_ARATH Nuclear transcription factor Y subunit B-10 (AtNF-YB-10)/transcription factor NF-Y, CCAAT-binding-like protein /transcription factor NF-Y, CCAAT-binding - like protein
BAEO06597 Ciona intestinalis BAE06598 transcription factor protein/transcription factor protein
55 AAX28388 Schistosoma japonicum SJCHGC04792 protein
22 XP_317114 Anopheles gambiae str. PEST EAA12547 ENSANGP00000019734/ENSANGP00000019734
26 XP_394667 Apis mellifera PREDICTED: similar to hypothetical protein
———P25210 Petromyzon marinus CAA42232 NFYB_PETMA Nuclear transcription factor Y subunit beta (Nuclear transcription factor Y subunit B) (NF-YB) (CAAT-box DNA-binding protein subunit B)/CAAT-box DNA binding protein subunit B (NF-YB)
37 55 65—XP_684783 Danio rerio PREDICTED: similar to nuclear transcription factor-Y beta
64 90 NP_001017565 Danio rerio AAH92926 hypothetical protein LOC550227/Hypothetical protein LOC550227
37 69 XP_532675 Canis familiaris XP_870961 Bos taurus NP_113741 Rattus norvegicus NP_006157 Homo sapiens XP_509327 Pan troglodytes NP_990600 Gallus gallus XP_590481 Bos taurus NP_035044 Mus musculus 1N1J Homo sapiens S22817 Q6RG77 Equus cab
AH77832 Xenopus laevis Unknown (protein for MGC:80511)
AAC82336 Xenopus laevis nuclear Y/CCAAT-box binding factor B subunit NF-YB
63 NP_999685 Strongylocentrotus purpuratus AAL35617 CCAAT-binding transcription factor subunit A/CCAAT-binding transcription factor subunit A
100 I—CAE76299 Neurospora crassa probable transcription factor HAP3
EAQ93294 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_01529
4 lE|7:BAA28356 Aspergillus oryzae BAE58076 HAPC/unnamed protein product
XP_661638 Aspergillus nidulans FGSC A4 AAC49411 Emericella nidulans AAP14645 Aspergillus niger EAA59505 Asperqillus nidulans FGSC A4 hypothetical protein AN4034.2/HapC/CCAAT binding protein HAPC /hypothetical protein AN4034.2
XP_641617 Dictyostelium discoideum AX4 EAL67648 Dictyostelium discoideum putative CCAAT-binding transcription factor, chain A/putative CCAAT-binding transcription factor, chain A
NP_915361 Oryza sativa (japonica cultivar-group) Q5QMGS3 Oryza sativa BAC76331 Oryza sativa (japonica cultivar-group) AAQ01152 BAD73383 BAD73788 putative CAAT-box DNA binding protein/NFYB2_ORYSA Nuclear transcription factor Y subunit B-2 (OsNF-YB-
33 Q65XK1 Oryza sativa BAC76333 Oryza sativa (japonica cultivar-group) AAU44106 NFYB4_ORYSA Nuclear transcription factor Y subunit B-4 (OsNF-YB-4) (Transcriptional activator HAP3C)/HAP3 /putative transcription factor HAP3
44 ABB55377 Solanum tuberosum ABB55391 ABB72810 transcription factor NF-Y CCAAT-binding-like protein-like/transcription factor NF-Y CCAAT-binding-like protein-like /transcription factor NF-Y, CCAAT-binding-like protein
AT2G38880 = NP_001031511 NP_030436 NP_850305 NP_001031512 NP_001031510 NP_850304 Q9SLGO0 CAA74051 AAC79602 AAM66086 AAO42268 AAO63956 HAP3A/HAP3A; transcription factor /[HAP3A; transcription factor HAP3A /HAP3A /HAP3A; transcription factor /NFYB1_ARA
68 2148_Cre

Smo_LEC1_5_1 Smo_LEC1_6_1

0.100

AT1G21970 = NP_173616 Q9SFD8 AAC39488 AAF16537 LEC1 (LEAFY COTYLEDON 1); transcription factor/NFYB9_ARATH Nuclear transcription factor Y subunit B-9 (AtNF-YB-9) (Protein LEAFY COTYLEDON 1)/CCAAT-box binding factor HAP3 homolog /T26F17.20
rXP_467566 Oryza sativa (japonica cultivar-group) AAP22065 Oryza sativa (indica cultivar-group) AAL47209 AAL47204 BAD12927 Oryza sativa (japonica cultivar-group) leafy cotyledont/leafy cotyledon 1 /HAP3 transcriptional-activator /HAP3 transcriptio

T5G47670 = NP_199578 Q84W66 BAB09093 AAN15924 transcription factor/NFYB6_ARATH Nuclear transcription factor Y subunit B-6 (AtNF-YB-6) (Protein LEAFY COTYLEDON 1-LIKE)/unnamed protein product /leafy cotyledon 1-like L1L protein



