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XP_480212 Oryza sativa (japonica cultivar-group) BAC99788 WD-40 repeat protein-like/WD-40 repeat protein-like
AAP45184 Solanum bulbocastanum putative beta transducin-like protein

AT1G15750 = NP_563981 NP_001031050 NP_849672 NP_001031051 AAF82145 AAK76687 AAN13188 unknown protein/unknown protein /unknown protein /unknown protein /Strong similarity to an unknown protein T21F11.18 gi|6730738 from Arabidopsis thaliana BAC T21F11
AT1G80490 = NP_178164 NP_849913 AAF27128 unknown protein/unknown protein /unknown protein; 52184-57536

AAN62336 Poncirus trifoliata CTV.2
AT3G15880 = NP_188209 NP_851003 BAB02318 unknown protein/unknown protein /unnamed protein product

ABD28351 Medicago truncatula Lissencephaly type-1-like homology motif; CTLH, C-terminal to LisH motif; Nitrous oxide reductase, N-terminal; WD40-like; Quinonprotein alcohol dehydrogenase-like
AT5G27030 = NP_198055 AAD48936 AAO42071 AAO50698 unknown protein/contains similarity to Pfam family PF0040 - WD domain, G-beta repeat; score=10.8, E=3.2, N-2 /unknown protein /unknown protein

AT3G16830 = NP_188306 BAA95777 unknown protein/unnamed protein product
NP_912774 Oryza sativa (japonica cultivar-group) BAD81067 unnamed protein product/putative CTV.2
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TPL (NP_563981): global tree
File name: TPL.mltree2.svg
396 aa residues 18 OTU included.
Results of 0 partial trees included.
Assemble Job Id: iUHQah
Tree job id: yAMq8I
BP values out of 100
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