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CAD87010 Gerbera hybrid cv. 'Terra Regina' MYB10 protein
ABB83828 Antirrhinum majus VENOSA

ABB83826 Antirrhinum majus ROSEA184
BAC07539 Vitis labrusca x Vitis vinifera ABB87007 Vitis vinifera ABB87008 ABB87009 ABB87010 myb-related transcription factor VlMYBA1-2/transcription factor MybA /transcription factor MybA /transcription factor MybA /transcription factor MybA

BAD18978 Vitis vinifera myb-relared transcription factor VvMYBA232
BAD18979 Vitis vinifera myb-related transcription factor VvMYBA360

ABB87017 Vitis vinifera transcription factor MybA
BAD18977 Vitis vinifera BAD18987 BAD18980 ABB87011 ABB87014 ABB87018 myb-related transcription factor VvMYBA1/myb-related transcription factor /myb-related transcription factor /transcription factor MybA /transcription factor MybA /transcription fact53

100

AAY54243 Ipomoea purpurea anthocyanin gene transcription factor
71

AAF66733 Petunia axillaris An2 truncated protein
AAF66730 Petunia x hybrida An2 truncated protein100

49

AT1G66370 = NP_176811 AAG38380 AAG52158 AAS10036 MYB113; DNA binding/transcription factor /putative transcription factor MYB113 /Myb-related transcription factor, putative; 55281-56251 /MYB transcription factor
ABB03877 Arabidopsis thaliana ABB03879 transcription factor MYB75/transcription factor MYB75

ABB03878 Arabidopsis thaliana transcription factor MYB75
AT1G56650 = NP_176057 AAC83630 AAG09100 AAG42001 AAS10033 BAD95284 PAP1 (PRODUCTION OF ANTHOCYANIN PIGMENT 1); DNA binding/transcription factor /putative transcription factor /Putative transcription factor /production of anthocyanin pigment 1 protei67

91

AT1G66390 = NP_176813 AAC83637 AAG42002 AAG52164 PAP2 (PRODUCTION OF ANTHOCYANIN PIGMENT 2); DNA binding/transcription factor /putative transcription factor /production of anthocyanin pigment 2 protein /Myb-related transcription factor, putative; 65
53

99

45

54

100

AT5G52600 = NP_680426 AAF14064 BAA98078 AAS10107 DNA binding/transcription factor /MYB82 /MYB82 /MYB transcription factor

21

AAQ72433 Gossypium hirsutum CAD71140 AAT57644 Gossypium arboreum MYB family transcription factor/transcription factor myb109 /myb family transcription factor 109

39

CAD87009 Gerbera hybrid cv. 'Terra Regina' MYB9A protein

26

Ppa_AS1_67_1

33

XP_472825 Oryza sativa (japonica cultivar-group) CAE03051 OSJNBa0089K21.5/OSJNBa0089K21.5
Ppa_AS1_227_172

27

ABD32205 Medicago truncatula Homeodomain-related
CAA67575 Lycopersicon esculentum transcription factor54

XP_482584 Oryza sativa (japonica cultivar-group) BAD10148 putative typical P-type R2R3 Myb protein/putative typical P-type R2R3 Myb protein100

32

AT5G59780 = NP_200786 AAC83616 BAB09515 AAS10111 MYB59; DNA binding/transcription factor /putative transcription factor /Myb-related transcription factor-like protein /MYB transcription factor
AT3G46130 = NP_190199 CAB90940 AAG01294 AAS10064 MYB111; DNA binding/transcription factor /Myb DNA binding protein-like /putative transcription factor /MYB transcription factor100

CAD44611 Oryza sativa (japonica cultivar-group) AAY97904 ABA99595 MYB17 protein/MYB transcription factor MYBAS2-3 /transcription factor, putative100

ABD83304 Beta vulgaris Fgenesh protein 125
AT3G30210 = NP_189640 BAB02107 AAK54743 AAS10063 MYB121; DNA binding/transcription factor /MYB-related transcription factor-like protein /putative transcription factor MYB121 /MYB transcription factor100

60

AT1G25340 = NP_564230 AAK25748 AAS10028 MYB116; DNA binding/transcription factor /putative transcription factor MYB116 /MYB transcription factor
AT1G68320 = NP_176999 AAG52612 AAS10038 MYB62; DNA binding/transcription factor /putative transcription factor; 40023-38981 /MYB transcription factor82

NP_909096 Oryza sativa (japonica cultivar-group) BAB18296 putative dehydration-induced myb-related protein Cpm7/putative dehydration-induced myb-related protein Cpm738

AAZ20430 Malus x domestica MYB7
94

AAC04719 Gossypium hirsutum AAK57698 AAN28281 AAN28282 Gossypium raimondii MYB-like DNA-binding domain protein/myb-like transcription factor Myb 5 /myb-like transcription factor 5 /myb-like transcription factor 2
AAN28284 Gossypioides kirkii myb-like transcription factor 5100

95

97

BAA23341 Oryza sativa OSMYB5
CAA78388 Petunia x hybrida protein 3

AAG28526 Nicotiana tabacum anther-specific myb-related protein 1
AAG28525 Nicotiana tabacum anther-specific myb-related protein 2100

98

AT2G32460 = NP_180805 AAC25928 AAL58845 AAM15072 AAS10046 DNA binding/transcription factor /putative MYB family transcription factor /putative transcription factor MYB101 /putative MYB family transcription factor /MYB transcription factor
55

AT4G26930 = NP_194423 CAB36539 AAD53107 CAB79548 MYB97; DNA binding/transcription factor /putative myb-related protein /putative transcription factor /putative myb-related protein
AT5G55020 = NP_568819 BAB10576 AAK54742 MYB120; DNA binding/transcription factor /unnamed protein product /putative transcription factor MYB120100

8

Smo_AS1_10_1 Smo_AS1_413_1
10

CAB40189 Avena sativa myb protein
CAA61021 Hordeum vulgare subsp. vulgare AAD31395 Lolium temulentum BAA96421 Triticum aestivum AAG22863 Hordeum vulgare subsp. vulgare GAMyb protein/gibberellin MYB transcription factor /GAMyb protein /transcription factor GAMyb

AAT37169 Triticum aestivum transcription factor Myb349
NP_915941 Oryza sativa (japonica cultivar-group) P93417 Oryza sativa CAA67000 Oryza sativa (indica cultivar-group) BAB85242 Oryza sativa (japonica cultivar-group) BAD68205 myb-related transcription factor/GAM1_ORYSA Transcription factor GAMYB (37

100

62

99

19

AAW62520 Selaginella kraussiana PHANTASTICA-like protein
Smo_AS1_110_1 Smo_AS1_112_1

AAW62521 Selaginella viticulosa PHANTASTICA-like protein74
92

AAZ20442 Malus x domestica MYB92
AAX21344 Lotus japonicus phantastica transcription factor b

AAX21343 Lotus japonicus phantastica transcription factor a
AAS66905 Nicotiana tabacum phantastica

CAA06612 Antirrhinum majus MYB-related transcription factor24
AAO49809 Eschscholzia californica subsp. californica phantastica-like MYB protein

AAZ20441 Malus x domestica MYB9144
AAX21352 Glycine max phantastica transcription factor b13

AAG10600 Pisum sativum MYB-related transcription factor PHAN1
AAG27463 Medicago truncatula myb-related transcription factor62
AAX21351 Glycine max phantastica transcription factor a84

24

AAD40953 Lycopersicon esculentum phantastica
BAB61618 Oryza sativa (japonica cultivar-group) BAB68270 ABA99670 transcription factor rough sheath 2 like protein/transcription factor OsRS2 /Myb-like DNA-binding domain, putative

AAD25082 Zea mays AAD33898 rough sheath2 protein/rough sheath 251
25

AT2G37630 = NP_181299 O80931 AAC23633 AAD53101 AAS10048 AS1 (ASYMMETRIC LEAVES 1); DNA binding/transcription factor /ASL1_ARATH Protein ASYMMETRIC LEAVES1 (Myb-related protein 91) (AtMYB91) (Protein PHANTASTICA)/putative MYB family transcription fac
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