
AT3G16785 = NP_188302 Q9LRZ5 AAL06337 PLDP1; phospholipase D/PLDP1_ARATH Phospholipase D p1 (AtPLDp1) (Phospholipase D1 PHOX and PX containing domain) (Phospholipase D zeta 1) (PLDzeta1)/phospholipase D zeta1
NP_908573 Oryza sativa (japonica cultivar-group) BAC00694 putative phospholipase D-like protein/putative phospholipase D-like protein

AAT38042 Oryza sativa (japonica cultivar-group) AAV43858 putative phospholipase D/putative phospholipase D
AT3G05630 = NP_187214 Q9M9W8 AAP68834 PLDP2; phospholipase D/PLDP2_ARATH Phospholipase D p2 (AtPLDp2) (Phospholipase D2 PHOX and PX containing domain) (Phospholipase D zeta 2) (PLDzeta2)/phospholipase D zeta2

Ppa_PLDP1_11_2
Ppa_PLDP1_61_1

Smo_PLDP1_21_1
Smo_PLDP1_31_1

XP_879217 Bos taurus XP_879304 XP_879390 XP_592425 PREDICTED: similar to Phospholipase D1 (PLD 1) (Choline phosphatase 1) (Phosphatidylcholine-hydrolyzing phospholipase D1) (hPLD1) isoform 5/PREDICTED: similar to phospholipase D2 isoform 6 /PREDICTED
NP_002653 Homo sapiens Q13393 AAB49031 AAH68976 BAD93144 phospholipase D1, phophatidylcholine-specific/PLD1_HUMAN Phospholipase D1 (PLD 1) (Choline phosphatase 1) (Phosphatidylcholine-hydrolyzing phospholipase D1) (hPLD1) /phospholipase D1/Phospholip
XP_526380 Pan troglodytes PREDICTED: phospholipase D1, phophatidylcholine-specific

XP_862362 Canis familiaris XP_545291 PREDICTED: similar to Phospholipase D1 (PLD 1) (Choline phosphatase 1) (Phosphatidylcholine-hydrolyzing phospholipase D1) (hPLD1) isoform 2/PREDICTED: similar to Phospholipase D1 (PLD 1) (Choline phosphatase 1) (P
O08684 Cricetulus griseus AAB53631 PLD1_CRIGR Phospholipase D1 (PLD 1) (Choline phosphatase 1) (Phosphatidylcholine-hydrolyzing phospholipase D1)/phospholipase D1
P70496 Rattus norvegicus BAA24576 BAA24577 PLD1_RAT Phospholipase D1 (PLD 1) (Choline phosphatase 1) (Phosphatidylcholine-hydrolyzing phospholipase D1) (rPLD1)/phospholipase D /phospholipase D
NP_112254 Rattus norvegicus AAB86910 phospholipase D1/phospholipase D

T13943 Rattus norvegicus BAA24076 BAA24077 T13943 phospholipase D (EC 3.1.4.4) 1b - rat/phospholipase D1a /phospholipase D1b
NP_032901 Mus musculus AAH68144 phospholipase D1/Phospholipase D1
Q9Z280 Mus musculus AAC84041 PLD1_MOUSE Phospholipase D1 (PLD 1) (Choline phosphatase 1) (Phosphatidylcholine-hydrolyzing phospholipase D1) (mPLD1)/phospholipase D1
AAH77188 Xenopus laevis Unknown (protein for MGC:78856)

AAR29590 Paralichthys olivaceus phospholipase D
CAG02902 Tetraodon nigroviridis unnamed protein product

XP_694649 Danio rerio PREDICTED: similar to Phospholipase D2 (PLD 2) (Choline phosphatase 2) (Phosphatidylcholine-hydrolyzing phospholipase D2) (PLD1C) (hPLD2)
NP_150641 Rattus norvegicus BAA19882 phospholipase D2/phospholipase D

P70498 Rattus norvegicus BAA24078 PLD2_RAT Phospholipase D2 (PLD 2) (Choline phosphatase 2) (Phosphatidylcholine-hydrolyzing phospholipase D2) (PLD1C) (rPLD2)/phospholipase D2
NP_032902 Mus musculus P97813 AAC53173 AAC24519 AAH68317 CAI24012 BAE25613 BAE41964 phospholipase D2/PLD2_MOUSE Phospholipase D2 (PLD 2) (Choline phosphatase 2) (Phosphatidylcholine-hydrolyzing phospholipase D2) (PLD1C) (mPLD2) /phosphatidylcholine-s
AAB96655 Homo sapiens phospholipase D2
O14939 Homo sapiens AAD04197 PLD2_HUMAN Phospholipase D2 (PLD 2) (Choline phosphatase 2) (Phosphatidylcholine-hydrolyzing phospholipase D2) (PLD1C) (hPLD2)/phospholipase D2
AAH56871 Homo sapiens Phospholipase D2
NP_002654 Homo sapiens AAH15033 phospholipase D2/Phospholipase D2
AAC24498 Homo sapiens phospholipase D2

XP_311402 Anopheles gambiae str. PEST EAA07035 ENSANGP00000000545/ENSANGP00000000545
AAK00728 Drosophila melanogaster phospholipase D
NP_724470 Drosophila melanogaster NP_724472 NP_724471 NP_724469 NP_523627 AAK00727 AAD38615 AAF57265 AAF57266 AAF57264 AAM68351 AAM68352 Phospholipase D CG12110-PB, isoform B/Phospholipase D CG12110-PE, isoform E /Phospholipase D CG12110-PC, isoform

NP_494939 Caenorhabditis elegans BAA97571 AAA98011 PhosphoLipase D family member (pld-1)/phospholipase D /Phospholipase d protein 1
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