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100 AT2G28000 = NP_180367 P21238 AAA92061 AAD21502 AAO00801 AAP68223 CPN60A; ATP binding/protein binding /RUBA_ARATH RuBisCO large subunit-binding protein subunit alpha, chloroplast precursor (60 kDa chaperonin subunit alpha) (CPN-60 alpha)/chaperonin-6
100 AAMG63618 Arabidopsis thaliana putative rubisco subunit binding-protein alpha subunit
P21239 Brassica napus AAA32979 RUB1_BRANA RuBisCO large subunit-binding protein subunit alpha, chloroplast precursor (60 kDa chaperonin subunit alpha) (CPN-60 alpha)/60-kDa chaperonin-60 alpha-polypeptide precursor
XP_4705083 Oryza sativa (japonica cultivar-group) AAP44754 putative rubisco subunit binding-protein alpha subunit precursor (60 kDa chaperonin alpha subunit)/putative rubisco subunit binding-protein alpha subunit precursor (60 kDa chaperonin alpha sub
ABA97087 Oryza sativa (japonica cultivar-group) rubisco subunit binding-protein alpha subunit, chloroplast precursor(60 kda chaperonin alpha subunit) (cpn-60 alpha)
P08823 Triticum aestivum CAA30699 RUBA_WHEAT RuBisCO large subunit-binding protein subunit alpha, chloroplast precursor (60 kDa chaperonin subunit alpha) (CPN-60 alpha)/unnamed protein product
—P08926 Pisum sativum AAA87731 RUBA_PEA RuBisCO large subunit-binding protein subunit alpha, chloroplast precursor (60 kDa chaperonin subunit alpha) (CPN-60 alpha)/alphacpn60 precursor

89

53 100 8pBAE71302 Trifolium pratense putative rubisco subunit binding-protein alpha subunit
ﬂ[ﬁBAEﬂZZ? Trifolium pratense BAE71231 BAE71235 BAE71296 putative rubisco subunit binding-protein alpha subunit/putative rubisco subunit binding-protein alpha subunit /putative rubisco subunit binding-protein alpha subunit /putative rubisco subunit bin
BAE71311 Trifolium pratense putative rubisco subunit binding-protein alpha subunit
56 62 Smo_CPN60A_17_1 Smo_CPN60A_16_3
48 Ppa_CPN60A_34_1
100 Ppa_CPN60A_46_1
87 Ppa_CPN60A_23_1
100 r~Smo_CPN60A_12_1
100 LSmo_CPN60A_2_3
100 I AT5G 18820 = NP_197383 BAD94998 EMB3007; ATP binding/protein binding /chaperonin 60 alpha chain - like protein
L ABC75363 Medicago truncatula GroEL-like chaperone, ATPase
155_Cre Q42694 Chlamydomonas reinhardtii AAA98642 RUBA_CHLRE RuBisCO large subunit-binding protein subunit alpha, chloroplast precursor (60 kDa chaperonin subunit alpha) (CPN-60 alpha)/chaperonin alpha-like subunit
ZP_01084067 Synechococcus sp. WH 5701 EAQ76147 chaperonin GroEL/chaperonin GroEL
NP_895276 Prochlorococcus marinus str. MIT 9313 Q7TUS4 CAE21624 chaperonin GroEL/CH602_PROMM 60 kDa chaperonin 2 (Protein Cpn60 2) (groEL protein 2)/GroEL protein (Chaperonin cpn60)
YP_382463 Synechococcus sp. CC9605 ABB35908 chaperonin GroEL/Chaperonin Cpn60/TCP-1
100 YP_376518 Synechococcus sp. CC9902 ABB25474 chaperonin GroEL/Chaperonin Cpn60/TCP-1
NP_896609 Synechococcus sp. WH 8102 Q7TTX1 CAE07029 chaperonin GroEL/CH601_SYNPX 60 kDa chaperonin 1 (Protein Cpn60 1) (groEL protein 1)/GroEL chaperonin
88 1ZP_01079478 Synechococcus sp. RS9917 EAQ69454 Chaperonin/Chaperonin
86 ZP_01122913 Synechococcus sp. WH 7805 EAR19770 chaperonin GroEL/chaperonin GroEL
NP_893553 Prochlorococcus marinus subsp. pastoris str. CCMP1986 Q7TU44 CAE19895 chaperonin GroEL/CH602_PROMP 60 kDa chaperonin 2 (Protein Cpn60 2) (groEL protein 2)/GroEL protein (Chaperonin cpn60)
3p YP_398025 Prochlorococcus marinus str. MIT 9312 ABB50589 Chaperonin Cpn60/TCP-1 /Chaperonin Cpn60/TCP-1
YP_292161 Prochlorococcus marinus str. NATL2A AAZ58458 chaperonin GroEL/chaperonin Cpn60/TCP-1
ZP_01006613 Prochlorococcus marinus str. MIT 9211 EAQ10351 chaperonin GroEL/chaperonin GroEL
NP_875980 Prochlorococcus marinus subsp. marinus str. CCMP1375 Q7TV93 Prochlorococcus marinus AAQ00633 Prochlorococcus marinus subsp. marinus str. CCMP1375 chaperonin GroEL/CH602_PROMA 60 kDa chaperonin 2 (Protein Cpn60 2) (groEL protein 2) /Chap
100 P22879 Synechococcus elongatus PCC 7942 AAA27314 Synechococcus sp. CH60_SYNP7 60 kDa chaperonin (Protein Cpn60) (groEL protein)/chaperonin
55 81 ];P_401330 Synechococcus elongatus PCC 7942 YP_172499 Synechococcus elongatus PCC 6301 P12834 BAD79979 ABB58343 Synechococcus elongatus PCC 7942 Chaperonin Cpn60/TCP-1 /chaperonin GroEL /CH601_SYNP6 60 kDa chaperonin 1 (Protein Cpn60 1) (groEL pro
100 NP_487702 Nostoc sp. PCC 7120 YP_324127 Anabaena variabilis ATCC 29413 Q8YQZ8 Nostoc sp. PCC 7120 BAB75361 ABA23232 Anabaena variabilis ATCC 29413 chaperonin GroEL/chaperonin GroEL /CH601_ANASP 60 kDa chaperonin 1 (Protein Cpn60 1) (groEL p
_|rzp,oo1 07939 Nostoc punctiforme PCC 73102 COG0459: Chaperonin GroEL (HSP60 family)
57 78 ZP_00518839 Crocosphaera watsonii WH 8501 EAM48074 Chaperonin Cpn60/TCP-1 /Chaperonin Cpn60/TCP-1
] 100 BAA02180 Synechocystis sp. PCC 6803 GroEL
i NP_440731 Synechocystis sp. PCC 6803 Q05972 BAA17411 chaperonin GroEL/CH601_SYNY3 60 kDa chaperonin 1 (Protein Cpn60 1) (groEL protein 1) /60kD chaperonin 1
62 ZP_00673979 Trichodesmium erythraeum IMS101 EAO27150 Chaperonin Cpn60/TCP-1 /Chaperonin Cpn60/TCP-1
100 050323 Thermosynechococcus vulcanus BAA23817 CH601_SYNVU 60 kDa chaperonin 1 (Protein Cpn60 1) (groEL protein 1)/GroEL1
IN P_680976 Thermosynechococcus elongatus BP-1 Q8DMD4 Synechococcus elongatus BAC07738 Thermosynechococcus elongatus BP-1 chaperonin GroEL/CH60_SYNEL 60 kDa chaperonin (Protein Cpn60) (groEL protein) /60kD chaperonin 1
100 NP_043141 Cyanophora paradoxa NP_043263 Q37757 AAA81172 AAA81294 chaperonin GroEL/chaperonin GroEL /CHB60_CYAPA 60 kDa chaperonin (Protein Cpn60) (groEL protein) /GroEL/chaperonin-60; GroEL subunit of molecular chaperone
100 —ZP_00105695 Nostoc punctiforme PCC 73102 COG0459: Chaperonin GroEL (HSP60 family)
83 L_YP_320421 Anabaena variabilis ATCC 29413 ABA25232 chaperonin GroEL/Chaperonin Cpn60/TCP-1
1 100 —YP_474840 Synechococcus sp. JA-3-3Ab ABC99577 chaperonin GroEL/chaperonin GroEL
L_YP_477842 Synechococcus sp. JA-2-3B'a(2-13) ABD02579 chaperonin GroEL/chaperonin GroEL
NP_923973 Gloeobacter violaceus PCC 7421 Q7MBC7 Gloeobacter violaceus BAC88968 Gloeobacter violaceus PCC 7421 chaperonin GroEL/CH601_GLOVI 60 kDa chaperonin 1 (Protein Cpn60 1) (groEL protein 1) /chaperonin GroEL
83 7 NP_954380 Geobacter sulfurreducens PCA Q747C7 Geobacter sulfurreducens AAR36730 Geobacter sulfurreducens PCA 60 kDa chaperonin/CH60_GEOSL 60 kDa chaperonin (Protein Cpn60) (groEL protein)/60 kDa chaperonin
100 |q:ZP_O1 141291 Geobacter uraniumreducens Rf4 EAR36750 Chaperonin Cpn60/TCP-1 /Chaperonin Cpn60/TCP-1
88 L vP 383004 Geobacter metallireducens GS-15 ABB30279 chaperonin GroEL/chaperonin GroEL
30 98 YP_461542 Syntrophus aciditrophicus SB ABC77374 chaperonin GroEL , truncated/chaperonin GroEL , truncated
100 QIXCA9 Rhodothermus marinus AAD37976 CH60_RHOMR 60 kDa chaperonin (Protein Cpn60) (groEL protein)/heat shock protein GroEL
54 YP_076724 Symbiobacterium thermophilum IAM 14863 Q67KB8 Symbiobacterium thermophilum BAD41880 Symbiobacterium thermophilum IAM 14863 60 kDa family chaperonin/CH60_SYMTH 60 kDa chaperonin (Protein Cpn60) (groEL protein) /60 kDa family chaperonin
100 — ZP_01188960 Halothermothrix orenii H 168 EAR79494 Chaperonin Cpn60/TCP-1 /Chaperonin Cpn60/TCP-1
NP_925843 Gloeobacter violaceus PCC 7421 Q7MBB4 Gloeobacter violaceus BAC90838 Gloeobacter violaceus PCC 7421 chaperonin GroEL/CH602_GLOVI 60 kDa chaperonin 2 (Protein Cpn60 2) (groEL protein 2) /chaperonin GroEL
1 YP_399704 Synechococcus elongatus PCC 7942 YP_171554 Synechococcus elongatus PCC 6301 Q5N3T6 BAD79034 ABB56717 Synechococcus elongatus PCC 7942 Chaperonin Cpn60/TCP-1 /60kD chaperonin 2 /CH602_SYNP6 60 kDa chaperonin 2 (Protein Cpn60 2) (groEL pr
100 —YP_477934 Synechococcus sp. JA-2-3B'a(2-13) ABD02671 chaperonin GroEL/chaperonin GroEL
L—YP_473815 Synechococcus sp. JA-3-3Ab ABC98552 chaperonin GroEL/chaperonin GroEL
NP_113499 Guillardia theta CAA09304 CAC27068 CPN60 protein/CPN60 protein /CPN60 protein
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