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XP_641842 Dictyostelium discoideum AX4 EAL67866 Dictyostelium discoideum hypothetical protein DDB0204683/hypothetical protein DDB0204683
XP_723091 Candida albicans SC5314 XP_722944 EAL04223 EAL04378 putative syntaxin/putative syntaxin /potential syntaxin /potential syntaxin
AAX62807 Pichia angusta Vam3p

XP_361411 Magnaporthe grisea 70-15 hypothetical protein MG03885.4

EAQ84032 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_10436
XP_327063 Neurospora crassa XP_963618 Neurospora crassa N150 CAB91747 Neurospora crassa EAA34382 predicted protein/hypothetical protein /related to syntaxin 12 /predicted protein

BAE19750 Aspergillus oryzae BAE59363 AoVam3p/unnamed protein product

I__[XP7521 15 Asperqgillus fumigatus Af293 EAL90077 hypothetical protein Afu4g07110/SNARE domain protein

XP_662020 Aspergillus nidulans FGSC A4 EAA60333 hypothetical protein AN4416.2/hypothetical protein AN4416.2

XP_568824 Cryptococcus neoformans var. neoformans JEC21 EAL22543 Cryptococcus neoformans var. neoformans B-3501A AAW41517 Cryptococcus neoformans var. neoformans JEC21 t-SNARE/hypothetical protein CNBB4210 /t-SNARE, putative

NP_659440 Homo sapiens Q96NA8 BAB70997 AAH65226 hypothetical protein LOC203062/TSNA1_HUMAN t-SNARE domain-containing protein 1/unnamed protein product /Unknown (protein for IMAGE:5768818)
4|__|_—XP_615353 Bos taurus PREDICTED: similar to syntaxin 12

XP_539185 Canis familiaris PREDICTED: similar to syntaxin 12
—XP_418416 Gallus gallus PREDICTED: similar to hypothetical protein FLJ31164
XP_552521 Anopheles gambiae str. PEST EAL38883 ENSANGP00000029502/ENSANGP00000029502

—r' NP_524054 Drosophila melanogaster AAF49845 AAL39696 Syntaxin 13 CG11278-PA/CG11278-PA /LD27581p
XP_623620 Apis mellifera PREDICTED: similar to ENSANGP00000029502

XP_637015 Dictyostelium discoideum AX4 EAL63513 Dictyostelium discoideum hypothetical protein DDB0187598/hypothetical protein DDB0187598

——CAF90420 Tetraodon nigroviridis unnamed protein product

XP_535342 Canis familiaris NP_803173 Homo sapiens Q86Y82 Q5RBW6 Pongo pygmaeus CAA22911 Homo sapiens AAH46999 AAP97248 CAG28548 CAH90744 Pongo pygmaeus CAI20575 Homo sapiens PREDICTED: similar to syntaxin 12/syntaxin 12 /STX12_HUMAN Syntaxi
NP_075228 Rattus norvegicus AAC18967 AAC23484 syntaxin 12/syntaxin 13 /syntaxin 12

NP_598648 Mus musculus QOQER00 BAB20282 AAH10669 BAC36951 BAC37473 BAE27249 BAE27397 BAE39244 BAE39831 BAE41633 syntaxin 12/STX12_MOUSE Syntaxin-12 /syntaxin 12 /Syntaxin 12 /unnamed protein product /Junnamed protein product /Junnamed protein product /u
XP_417710 Gallus gallus PREDICTED: similar to guanylate binding protein

NP_998883 Xenopus tropicalis AAH67326 CAJ83845 syntaxin 12/Syntaxin 12 /syntaxin 12

XP_697581 Danio rerio PREDICTED: similar to syntaxin 12

———NP_001002051 Danio rerio AAH71327 hypothetical protein LOC415141/Zgc:86632

XP_315543 Anopheles gambiae str. PEST EAA11782 ENSANGP00000021184/ENSANGP00000021184
4|:EEAL31 241 Drosophila pseudoobscura GA18647-PA

NP_730633 Drosophila melanogaster NP_730632 AAF51725 AAL39661 AAF51726 Syntaxin 7 CG5081-PB, isoform B/Syntaxin 7 CG5081-PA, isoform A /CG5081-PA, isoform A /LD23667p /CG5081-PB, isoform B

XP_396269 Apis mellifera PREDICTED: similar to Hypothetical protein MGC76236

10.000

XP_691136 Danio rerio XP_691207 CAI21049 CAI29417 PREDICTED: similar to Syntaxin-7/PREDICTED: similar to Syntaxin-7 /novel protein similar to vertebrate syntaxin 7 (STX7) /novel protein similar to vertebrate syntaxin 7 (STX7)

| I CAGO01809 Tetraodon nigroviridis unnamed protein product
AAH46851 Xenopus laevis MGC53161 protein

NP_001012961 Gallus gallus CAG31001 syntaxin 7/hypothetical protein
NP_068641 Rattus norvegicus 070257 AAC17131 AAH85737 syntaxin 7/STX7_RAT Syntaxin-7 /syntaxin 7 /Syntaxin 7

XP_518745 Pan troglodytes NP_003560 Homo sapiens 015400 AAC51851 AAH11975 AAP36194 synthetic construct CAI15716 Homo sapiens CAI15717 CAI16816 CAI16817 AAX43471 synthetic construct AAX43472 PREDICTED: similar to Syntaxin-7/syntaxin 7 /STX7_HU

XP_541104 Canis familiaris XP_859182 XP_859071 XP_859145 XP_849546 PREDICTED: similar to Syntaxin-7 isoform 1/PREDICTED: similar to Syntaxin-7 isoform 5 /PREDICTED: similar to Syntaxin-7 isoform 3 /PREDICTED: similar to Syntaxin-7 isoform 4 /PREDICTE
Q5R602 Pongo pygmaeus CAH92814 STX7_PONPY Syntaxin-7/hypothetical protein
070439 Mus musculus AAC15971 STX7_MOUSE Syntaxin-7/syntaxin 7
NP_058077 Mus musculus BAA90699 BAB22416 BAC23139 BAC38695 BAE41392 BAE34729 BAE39048 BAE25180 syntaxin 7/syntaxin 7 /unnamed protein product /syntaxin-7 /unnamed protein product /Junnamed protein product /Junnamed protein product /unnamed protein prod
XP_583576 Bos taurus AAI03117 BAE91046 Macaca fascicularis PREDICTED: similar to Syntaxin-7/Unknown (protein for MGC:128117) /unnamed protein product

ABD33158 Medicago truncatula t-snare

BAD38174 Oryza sativa (japonica cultivar-group) putative syntaxin

XP_467346 Oryza sativa (japonica cultivar-group) BAD07558 BAD08067 putative syntaxin/putative syntaxin /putative syntaxin
{Smo_VAM3_29_2

LSmo_VAM3_24_1

Ppa_VAM3_241_1
Ppa_VAM3_4_1
—Ppa_VAM3_8_1

L—Ppa_VAM3_25_1
Smo_VAM3_6_2 Smo_VAM3_446_2

NP_912786 Oryza sativa (japonica cultivar-group) BAA84625 BAA85200 AAV65109 Oryza sativa (indica cultivar-group) unnamed protein product/putative syntaxin 7 /unnamed protein product /syntaxin related protein

AANO03474 Glycine max syntaxin

ABA46757 Solanum tuberosum syntaxin-like protein

AT4G17730 = NP_567537 D71447 004378 AAB58544 CAB10553 CAB78776 AAL66991 AAN31851 AAP40344 SYP23; t-SNARE/D71447 probable syntaxin - Arabidopsis thaliana/SYP23_ARATH Syntaxin 23 (AtSYP23) (AtPLP) (AtPEP12-like protein)/syntaxin of plants 23 /syntaxin
ABD65159 Brassica oleracea syntaxin, putative

AT5G16830 = NP_197185 Q39233 AAA87296 CAC01847 AAL06486 AAM66128 SYP21; t-SNARE/SYP21_ARATH Syntaxin 21 (AtSYP21) (PEP12 homolog) (AtPEP12) (aPEP12)/syntaxin of plants 21 /syntaxin homologue /AT5g16830/F5E19_170 /syntaxin homologue
ABD65611 Brassica oleracea syntaxin, putative

AT1G32270 = NP_174506 AAF81323 AAG60178 ATSYP24/Contains similarity to a syntaxin related protein AtVam3p from Arabidopsis thaliana gb|U88045/syntaxin, putative

LAT5G46860 = NP_568671 P93654 AAC49823 BAA97220 AAK60288 AAL57708 AAM61675 AAM91496 VAM3; t-SNARE/SYP22_ARATH Syntaxin 22 (AtSYP22) (AtVAM3) /syntaxin related protein AtVam3p /syntaxin related protein AtVam3p /AT4g17730/d14901w /AT4g17730/d14901w /sy



