EMB1187 (AT2G26830): global tree
File name: EMB1187.njtree0.svg
110 aa residues 132 OTU included.
Results of 0 partial trees included.
Assemble Job Id: leppTu selectNalign: gPtyOb
Tree job id: WBwWIUA
BP values out of 100
Analyzed by mikami@nibb.ac.jp
Date: Tue Jun 06 19:20:46 JST 2006

61

AT2G26830 = NP_180251 AAC32242 AAM65218 EMB1187; kinase/phosphotransferase, alcohol group as acceptor /putative choline kinase /putative choline kinase

BAD36072 Oryza sativa (japonica cultivar-group) putative ethanolamine kinase 1
Smo_Ethanolaminekinase_4_1 Smo_Ethanolaminekinase_5_1

72 Ppa_Ethanolaminekinase_1_1
Ppa_Ethanolaminekinase_3_1
100 I Smo_Ethanolaminekinase_7_1
94 —Smo_Ethanolaminekinase_3_1
mo_Ethanolaminekinase_1_1
P_058823 Rattus norvegicus Q01134 BAA01102 BAA07127 AAH81821 choline kinase alpha/CHKA_RAT Choline kinase alpha (CK) (CHETK-alpha)/choline kinase R1 /choline kinase R2 /Choline kinase alpha
P35790 Homo sapiens AAH36471 CHKA_HUMAN Choline kinase alpha (CK) (CHETK-alpha)/CHKA protein
641INP_997634 Homo sapiens NP_001268 1813207A BAA01547 choline kinase alpha isoform b/choline kinase alpha isoform a /1813207A choline kinase /choline kinase
54804 Mus musculus BAA24898 BAA88153 CHKA_MOUSE Choline kinase alpha (CK) (CHETK-alpha)/choline kinase /choline/ethanolamine kinase-alpha
98 AE38793 Mus musculus unnamed protein product
NP_038518 Mus musculus choline kinase alpha isoform 1
2 XP_533210 Canis familiaris PREDICTED: similar to choline kinase alpha isoform a
XP_887698 Bos taurus XP_874526 PREDICTED: similar to choline kinase alpha isoform b isoform 3/PREDICTED: similar to choline kinase alpha isoform a isoform 2
20188 CAG11365 Tetraodon nigroviridis unnamed protein product
XP_692042 Danio rerio PREDICTED: similar to choline kinase alpha isoform b
100 ~XP_708819 Danio rerio PREDICTED: similar to choline kinase alpha isoform b isoform 3
100 XP_708560 Danio rerio XP_708820 XP_686899 XP_687678 PREDICTED: similar to choline kinase alpha isoform b isoform 2/PREDICTED: similar to choline kinase alpha isoform b isoform 4 /PREDICTED: similar to choline kinase alpha isoform a isoform 1 /PREDICT
10G-NP_058873 Rattus norvegicus 054783 BAA24366 AAH60515 choline kinase beta/CHKB_RAT Choline/ethanolamine kinase /choline/ethanolamine kinase /Choline kinase beta
100 NP_031718 Mus musculus 055229 BAA24896 BAA24897 BAA88151 choline/ethanolamine kinase /CHKB_MOUSE Choline/ethanolamine kinase /choline/ethanolamine kinase /choline/ethanolamine kinase /choline/ethanolamine kinase-beta
XP_616335 Bos taurus XP_887646 PREDICTED: similar to Choline/ethanolamine kinase isoform 1 /PREDICTED: similar to Choline/ethanolamine kinase isoform 7
NP_005189 Homo sapiens Q9Y259 CAB46629 CAB46630 BAA82511 BAA82512 AAB03342 AAQ02522 synthetic construct CAG30305 Homo sapiens AAH82263 choline/ethanolamine kinase isoform a /CHKB_HUMAN Choline/ethanolamine kinase /Choline/Ethanolamine Kinase /hyp
XP_848257 Canis familiaris PREDICTED: similar to Choline/ethanolamine kinase isoform 1
87 100 [ NP_497879 Caenorhabditis elegans P46558 AAN41642 CAA84300 Choline Kinase B family member (ckb-1)/KICB1_CAEEL Choline kinase B1/choline kinase CKB-1 /Hypothetical protein B0285.8
|5_4|:CAE65188 Caenorhabditis briggsae Hypothetical protein CBG10061
99 CAE65186 Caenorhabditis briggsae Hypothetical protein CBG10059
59 100 NP_501732 Caenorhabditis elegans CAB05129 Choline Kinase A family member (cka-1)/Hypothetical protein C28D4.2
|--CAE69007 Caenorhabditis briggsae Hypothetical protein CBG 15000
100 NP_001024481 Caenorhabditis elegans NP_001024480 1INW1 1NW1 AAK39220 AAX88835 Choline Kinase A family member (cka-2)/Choline Kinase A family member (cka-2) /B Chain B, Crystal Structure Of Choline Kinase /A Chain A, Crystal Structure Of Choline Kinase
‘ [CAE68555 Caenorhabditis briggsae Hypothetical protein CBG 14388
NP_724348 Drosophila melanogaster NP_724349 AAF57221 AAN11128 AAX33540 CG2201-PA, isoform A/CG2201-PB, isoform B /CG2201-PA, isoform A /CG2201-PB, isoform B /LD20874p
EAL34485 Drosophila pseudoobscura GA15298-PA
XP_624492 Apis mellifera PREDICTED: similar to Choline/ethanolamine kinase
XP_765221 Theileria parva strain Muguga EAN32938 Theileria parva choline kinase/choline kinase, putative
XP_952059 Theileria annulata strain Ankara CAl74327 Theileria annulata choline/ethanolamine kinase /choline/ethanolamine kinase, putative
XP_952061 Theileria annulata strain Ankara CAl74329 Theileria annulata choline/ethanolamine kinase /choline/ethanolamine kinase, putative
100 XP_765225 Theileria parva strain Muguga EAN32942 Theileria parva choline kinase/choline kinase, putative
16 XP_765222 Theileria parva strain Muguga EAN32939 Theileria parva choline kinase/choline kinase, putative
B XP_952060 Theileria annulata strain Ankara CAl74328 Theileria annulata choline/ethanolamine kinase /choline/ethanolamine kinase, putative
XP_952057 Theileria annulata strain Ankara CAlI74325 Theileria annulata choline/ethanolamine kinase /choline/ethanolamine kinase, putative
2 XP_952058 Theileria annulata strain Ankara CAl74326 Theileria annulata choline/ethanolamine kinase /choline/ethanolamine kinase, putative
51 XP_952056 Theileria annulata strain Ankara CAl74324 Theileria annulata choline/ethanolamine kinase /choline/ethanolamine kinase, putative
XP_765226 Theileria parva strain Muguga EAN32943 Theileria parva choline kinase/choline kinase, putative
XP_765223 Theileria parva strain Muguga EAN32940 Theileria parva choline kinase/choline kinase, putative
4 61 100 XP_674616 Plasmodium berghei strain ANKA CAH97934 Plasmodium berghei choline kinase/choline kinase, putative
— L':[XP_HMOS Plasmodium yoelii yoelii str. 177XNL EAA20668 Plasmodium yoelii yoelii choline kinase GmCK2p-like protein/choline kinase GmCK2p-like protein, putative
NP_701908 Plasmodium falciparum 3D7 AAN36632 choline kinase, putative/choline kinase, putative
XP_626772 Cryptosporidium parvum lowa Il XP_668682 Cryptosporidium hominis TU502 EAK89273 Cryptosporidium parvum EAL38441 Cryptosporidium hominis putative choline kinase/choline kinase GmCK2p-like protein /putative choline kinase /choline kinas
77 NP_010431 Saccharomyces cerevisiae Q03764 CAA90370 Ethanolamine kinase, primarily responsible for phosphatidylethanolamine synthesis via the CDP-ethanolamine pathway; also exhibits choline kinase activity; Eki1p/EKI1_YEAST Ethanolamine kinase (EK)/un
—1 XP_445745 Candida glabrata CBS 138 CAG58664 unnamed protein product/unnamed protein product
59 100 XP_714672 Candida albicans SC5314 EAK95625 putative choline kinase/likely choline kinase
i 71 —:XP7458983 Debaryomyces hansenii CBS767 CAG87149 hypothetical protein DEHAOD13035g/unnamed protein product
- 87 NP_986468 Eremothecium gossypii AAS54292 Ashbya gossypii ATCC 10895 AGL199Cp/AGL199Cp
95 E{M%Cﬂ Candida glabrata CBS 138 CAG62513 hypothetical protein CAGLOM04367g/unnamed protein product
NP_013234 Saccharomyces cerevisiae P20485 AAA34499 CAA62646 AAB82396 CAA97704 AAT92798 Choline kinase, catalyzes the first step in the CDP-choline pathway phosphatidylcholine synthesis (Kennedy pathway); mRNA expression is regulated by inositol and ¢
XP_572982 Cryptococcus neoformans var. neoformans JEC21 EAL19029 Cryptococcus neoformans var. neoformans B-3501A AAW45675 Cryptococcus neoformans var. neoformans JEC21 choline kinase/hypothetical protein CNBH1310 /choline kinase, putative
58 NP_593714 Schizosaccharomyces pombe 972h- Q10276 Schizosaccharomyces pombe CAA93600 hypothetical protein SPAC13G7.12¢/KICH_SCHPO Putative choline kinase/SPAC13G7.12¢
51 XP_389715 Gibberella zeae PH-1 EAA76655 hypothetical protein FG09539.1/hypothetical protein FG09539.1
3 XP_658533 Aspergillus nidulans FGSC A4 EAA65958 hypothetical protein AN0929.2/hypothetical protein AN0929.2
] BAES56071 Aspergillus oryzae unnamed protein product
42 XP_366931 Magnaporthe grisea 70-15 EAQ71381 hypothetical protein MG03007.4/hypothetical protein MGG_ch7g788
XP_504043 Yarrowia lipolytica CLIB122 CAG79636 hypothetical proteinfunnamed protein product
81 Smo_Ethanolaminekinase_2_1
—| 100 I:Ppa_EthanoIaminekinase_4_1
Ppa_Ethanolaminekinase_2_1
3 AT1G71697 = NP_177315 AAF43223 AAP37670 ATCK1 (CHOLINE KINASE)/Strong similarity to the putative choline kinase F26A9.3 gi|6682607 from Arabidopsis thaliana on BAC gb|AC016163. EST gb|F19946 comes from this gene/At1971697
100 XP_550421 Oryza sativa (japonica cultivar-group) BAD67787 putative choline kinase/putative choline kinase
XP_475765 Oryza sativa (japonica cultivar-group) AAS75230 AAT39208 putative choline kinase/putative choline kinase /putative choline kinase
24 100 pAAP96922 Oryza sativa (indica cultivar-group) choline kinase
BAD87386 Oryza sativa (japonica cultivar-group) putative choline kinase CK2
92 AAMG61617 Arabidopsis thaliana choline kinase GmCK2p-like protein
— AT4G09760 = NP_192714 NP_849350 CAB39643 CAB78099 AAM66047 choline kinase/choline kinase /choline kinase GmCK2p-like protein /choline kinase GmCK2p-like protein /choline kinase GmCK2p-like protein
AT1G74320 = NP_177572 AAG52400 AAM19803 AAM98234 AAP42750 choline kinase/putative choline kinase; 11757-10052 /At19g74320/F1017_1 /putative choline kinase /At1g74320
4l g7 AAC49375 Glycine max GmCK2p
25 4E CAC24490 Pisum sativum choline kinase
*r AAC49374 Glycine max GmCK1p
L———AAC49376 Glycine max GmCK3p
3 100 ——CAE68447 Caenorhabditis briggsae Hypothetical protein CBG14237
] L—NP_001024929 Caenorhabditis elegans AAB52502 Choline Kinase C family member (ckc-1)/Choline kinase c protein 1, isoform a
o5 100 r~EAL32170 Drosophila pseudoobscura GA17499-PA
— LNP_523364 Drosophila melanogaster NP_727941 NP_727943 NP_727942 P54352 AAC37209 AAC37210 AAF48574 AAM48466 AAN09386 AAN09387 AAF48575 easily shocked CG3525-PA, isoform A/easily shocked CG3525-PD, isoform D /easily shocked CG3525-PC, isoform C /easily
NP_001013592 Danio rerio AAH90461 hypothetical protein LOC541449/Zgc:113516
77 7 XP_612564 Bos taurus PREDICTED: similar to Ethanolamine kinase-like protein EKI2
P_536094 Canis familiaris PREDICTED: similar to Ethanolamine kinase-like protein EKI2
x NP_060678 Homo sapiens QONVF9 BAA91793 CAI16603 ethanolamine kinase 2/EKI2_HUMAN Ethanolamine kinase-like protein EKI2/unnamed protein product /novel protein
— —b14122 Pan troglodytes AAH10082 Homo sapiens BAD38645 CAI16602 PREDICTED: similar to ETNK2 protein/ETNK2 protein /putative protein product of HMFT1716 /novel protein
P_341120 Rattus norvegicus PREDICTED: similar to ETNK2 protein
XP_908763 Mus musculus XP_908940 AAP47267 PREDICTED: similar to Ethanolamine kinase-like protein EKI2 isoform 3/PREDICTED: similar to Ethanolamine kinase-like protein EKI2 isoform 4 /putative ethanolamine kinase
1] 99 CAF89833 Tetraodon nigroviridis unnamed protein product
99l 10 XP_416426 Gallus gallus PREDICTED: similar to ethanolamine kinase
09 XP_520797 Pan troglodytes NP_061108 Homo sapiens Q9HBU6 AAF71220 AAH66907 PREDICTED: similar to ethanolamine kinase 1/ethanolamine kinase 1 isoform A /EKI1_HUMAN Ethanolamine kinase (EKI)/ethanolamine kinase /Ethanolamine kinase 1
9D4V0 Mus musculus EKI1_MOUSE Ethanolamine kinase (EKI)
7 P_543764 Canis familiaris PREDICTED: similar to ethanolamine kinase 1 isoform 1
XP_913427 Mus musculus XP_284250 XP_869238 Bos taurus BAC28216 Mus musculus BAC31953 BAC33939 PREDICTED: similar to Ethanolamine kinase (EKI)/PREDICTED: ethanolamine kinase 1 /PREDICTED: similar to ethanolamine kinase 1 isoform 2 /Junnamed protein
L—XP_689471 Danio rerio CAI20914 CAI20639 PREDICTED: similar to ethanolamine kinase 1 isoform 1/novel protein similar to vertebrate ethanolamine kinase 1 (ETNK1) /novel protein similar to vertebrate ethanolamine kinase 1 (ETNK1)
100 CAF96950 Tetraodon nigroviridis unnamed protein product
NP_001029347 Danio rerio AAH96922 hypothetical protein LOC555330/Hypothetical protein LOC555330
gnl|CMER|CMRO011C_probable_choline_kinase
71 XP_643773 Dictyostelium discoideum AX4 AAO52344 Dictyostelium discoideum EAL69913 hypothetical protein DDB0217612/similar to Arabidopsis thaliana (Mouse-ear cress). Choline kinase GmCK2p-like protein /hypothetical protein DDB0217612
_|—XP_644218 Dictyostelium discoideum AX4 AAO52440 Dictyostelium discoideum EAL70370 hypothetical protein DDB0217566/similar to Arabidopsis thaliana (Mouse-ear cress). Putative choline kinase /hypothetical protein DDB0217566
XP_712484 Candida albicans SC5314 XP_888755 EAK93301 BAE44652 Candida albicans hypothetical protein Ca019.6912/hypothetical protein CaJ7.0146 /hypothetical protein Ca019.6912 /hypothetical protein
78 XP_381485 Gibberella zeae PH-1 EAA70618 hypothetical protein FG01309.1/hypothetical protein FG01309.1
100 - XP_752521 Aspergillus fumigatus Af293 CAE47880 Asperqgillus fumigatus EAL90483 Aspergillus fumigatus Af293 ethanolamine kinase/ethanolamine kinase, putative /ethanolamine kinase, putative
D] % 4 XP_965111 Neurospora crassa N150 XP_331925 Neurospora crassa EAA35875 hypothetical protein/hypothetical protein /hypothetical protein
ﬁﬁ_:EAngsas Chaetomium globosum CBS 148.51 hypothetical protein CHGG_02773
XP_360339 Magnaporthe grisea 70-15 hypothetical protein MG05713.4
2934 _Cre
100 1XP_667316 Cryptosporidium hominis TU502 EAL37085 Cryptosporidium hominis choline/ethanolamine kinase /choline/ethanolamine kinase
LXP_626027 Cryptosporidium parvum lowa Il EAK88157 Cryptosporidium parvum choline/ethanolamine kinase family protein /choline/ethanolamine kinase family protein
98 I ZP_00997068 Janibacter sp. HTCC2649 EAP97654 hypothetical protein JNB_19328/hypothetical protein JNB_19328
65 L ZP_01207970 Mycobacterium vanbaalenii PYR-1 EAS22419 Choline/ethanolamine kinase:Aminoglycoside phosphotransferase /Choline/ethanolamine kinase:Aminoglycoside phosphotransferase
1 NP_106042 Mesorhizobium loti MAFF303099 BAB51828 hypothetical protein mll5367/mll5367
66 ZP_00916918 Rhodobacter sphaeroides ATCC 17029 YP_351499 Rhodobacter sphaeroides 2.4.1 ABA77598 EAP69946 Rhodobacter sphaeroides ATCC 17029 choline/ethanolamine kinase /putative choline kinase /putative choline kinase /choline/ethanolamine kinase
100 100 ——ZP_00862324 Bradyrhizobium sp. BTAi1 EAP27509 choline/ethanolamine kinase /choline/ethanolamine kinase
58 L—ZP_00050752 Magnetospirillum magnetotacticum MS-1 COG0510: Predicted choline kinase involved in LPS biosynthesis
— 100 YP_236126 Pseudomonas syringae pv. syringae B728a AAY38088 Choline/ethanolamine kinase:Aminoglycoside phosphotransferase /Choline/ethanolamine kinase:Aminoglycoside phosphotransferase
83 | ENP_792976 Pseudomonas syringae pv. tomato str. DC3000 AAO56671 choline/ethanolamine kinase /choline/ethanolamine kinase
NP_066649 Agrobacterium rhizogenes BAA97779 BAB16187 hypothetical protein pRi1724_p069/weakly similar to pck gene /riorf68
ZP_01149151 Desulfotomaculum reducens MI-1 EAR43395 choline kinase/choline kinase
920 NP_971867 Treponema denticola ATCC 35405 AAP84095 Treponema denticola AAS11778 Treponema denticola ATCC 35405 cholinephosphate cytidylyltransferase/choline kinase /CTP:phosphocholine cytidylyltransferase/choline kinase /cholinephosphate cytidylyl
ZP_00370173 Campylobacter upsaliensis RM3195 EAL53696 choline kinase/choline kinase
4r 96 I7_fP_00203156 Haemophilus influenzae R2866 COGO0510: Predicted choline kinase involved in LPS biosynthesis
100 NP_439686 Haemophilus influenzae Rd KW20 YP_249060 Haemophilus influenzae 86-028NP P14181 Haemophilus influenzae P71392 AAA24971 AAC23187 Haemophilus influenzae Rd KW20 AAX88400 Haemophilus influenzae 86-028NP lic-1 operon protein/LicA /LICA2
36 iP_OO155108 Haemophilus influenzae R2846 COGO0510: Predicted choline kinase involved in LPS biosynthesis
NP_604134 Fusobacterium nucleatum subsp. nucleatum ATCC 25586 AAL95433 Choline kinase/Choline kinase
o5 AAB92556 Streptococcus pneumoniae choline kinase
] 100 ZP_00403983 Streptococcus pneumoniae TIGR4 NP_345733 AAK75373 COG0510: Predicted choline kinase involved in LPS biosynthesis/choline kinase /choline kinase
33 INP_358740 Streptococcus pneumoniae R6 AAK99950 AAK94073 Streptococcus pneumoniae Choline kinase/Choline kinase /choline kinase
49 NP_561543 Clostridium perfringens str. 13 BAB80333 probable choline kinase/probable choline kinase
—1 ZP_00911888 Clostridium beijerincki NCIMB 8052 EAP57516 probable choline kinase/probable choline kinase
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