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EAL33543 Drosophila pseudoobscura GA17451-PA
AT2G32700 = NP_850195 NP_850192 NP_850194 NP_850193 NP_565749 NP_001031466 AAC04493 AAK32893 AAN72230 unknown protein/unknown protein /unknown protein /unknown protein /Junknown protein /Junknown protein /expressed protein /At2g32700/F24L7.16 /At2g327

I CAF18246 Antirrhinum majus STY-L protein

ABD32372 Medicago truncatula Lissencephaly type-1-like homology motif; WD40-like
—|_|:XP_473135 Oryza sativa (japonica cultivar-group) CAE03368 OSJNBb0065L13.11/OSJNBb0065L13.11
XP_468366 Oryza sativa (japonica cultivar-group) BAD21657 BAD22396 putative LEUNIG/putative LEUNIG /putative LEUNIG

Ppa_LUG_133_1
Ppa_LUG_87_1

Ppa_LUG_132_1
Smo_LUG_135_2 Smo_LUG_180_2 Smo_LUG_205_1
Smo_LUG_209_2 Smo_LUG_218_1
Smo_LUG_295 2 Smo_LUG_198_2
NP_917597 Oryza sativa (japonica cultivar-group) BAD52825 BAD53056 putative flower development regulator, LEUNI protein/putative LEUNIG /putative LEUNIG
NP_917595 Oryza sativa (japonica cultivar-group) BAD52823 BAD52824 BAD53054 BAD53055 putative flower development regulator, LEUNI protein/putative LEUNIG /LEUNIG-like /putative LEUNIG /LEUNIG-like

CAF18245 Antirrhinum majus STYLOSA protein
XP_550319 Oryza sativa (japonica cultivar-group) XP_550318 BAD67818 BAD67819 putative transcriptional corepressor LEUNIG/putative transcriptional corepressor LEUNIG /putative transcriptional corepressor LEUNIG /putative transcriptional corepressor LE

_|_—|:AA022525 Brassica rapa subsp. pekinensis leunig
AT4G32551 = NP_567896 Q9FUY2 AAG32022 LUG (LEUNIG)/LEUNG_ARATH Transcriptional corepressor LEUNIG/LEUNIG

XP_637302 Dictyostelium discoideum AX4 EAL63798 Dictyostelium discoideum hypothetical protein DDB0187390/hypothetical protein DDB0187390
—l —XP_636715 Dictyostelium discoideum AX4 CAD54457 Dictyostelium discoideum CAD55133 EAL63213 putative dynein regulator/LIS1 protein /LIS1 protein /putative dynein regulator
L———XP_320670 Anopheles gambiae str. PEST EAA00102 ENSANGP00000021164/ENSANGP00000021164
NP_484708 Nostoc sp. PCC 7120 BAB72622 WD-40 repeat protein/WD-40 repeat protein
L ZP_00671555 Trichodesmium erythraeum IMS101 EAO29717 TPR repeat:G-protein beta WD-40 repeat:YD repeat/TPR repeat:G-protein beta WD-40 repeat:YD repeat
AT2G41500 = NP_181681 022212 AAB84332 AAM14969 AAW80862 nucleotide binding/PRP4_ARATH U4/U6 small nuclear ribonucleoprotein PRP4-like protein /putative small nuclear ribonucleoprotein Prp4p /putative small nuclear ribonucleoprotein Prp4p /At2g41500
——ZP_00111458 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
L——————YP_322358 Anabaena variabilis ATCC 29413 ABA21463 WD-40 repeat/WD-40 repeat
YP_323583 Anabaena variabilis ATCC 29413 ABA22688 Peptidase C14, caspase catalytic subunit p20/Peptidase C14, caspase catalytic subunit p20
LNP_484327 Nostoc sp. PCC 7120 BAB77807 WD-40 repeat protein/WD-40 repeat protein
—NP_487209 Nostoc sp. PCC 7120 BAB74868 hypothetical protein all3169/all3169
L—YP_324367 Anabaena variabilis ATCC 29413 ABA23472 Serine/Threonine protein kinase with WD40 repeats /Serine/Threonine protein kinase with WD40 repeats
——NP_484522 Nostoc sp. PCC 7120 BAB72436 WD-40 repeat protein/WD-40 repeat protein
4|_ L—YP_323397 Anabaena variabilis ATCC 29413 ABA22502 WD-40 repeat/WD-40 repeat
ZP_00111951 Nostoc punctiforme PCC 73102 COG2319: FOG: WDA40 repeat
NP_924121 Gloeobacter violaceus PCC 7421 BAC89116 WD-repeat protein/WD-repeat protein
rNP_484328 Nostoc sp. PCC 7120 BAB77808 WD-40 repeat protein/WD-40 repeat protein
L_YP_323582 Anabaena variabilis ATCC 29413 ABA22687 Peptidase C14, caspase catalytic subunit p20/Peptidase C14, caspase catalytic subunit p20
NP_486164 Nostoc sp. PCC 7120 Q8YV57 BAB73823 WD-40 repeat protein/Y2124_ANASP Hypothetical WD-repeat protein all2124 /WD-40 repeat protein
] IYP_320560 Anabaena variabilis ATCC 29413 ABA19665 Peptidase C14, caspase catalytic subunit p20/Peptidase C14, caspase catalytic subunit p20
ZP_00106428 Nostoc punctiforme PCC 73102 COG2319: FOG: WDA40 repeat

— YP_322698 Anabaena variabilis ATCC 29413 ABA21803 Peptidase C14, caspase catalytic subunit p20/Peptidase C14, caspase catalytic subunit p20

_|_ —

3022_Cre

—
ZP_00112115 Nostoc punctiforme PCC 73102 COG2319: FOG: WDA40 repeat
_| I:NP_487159 Nostoc sp. PCC 7120 BAB74818 hypothetical protein alr3119/alr3119
YP_325347 Anabaena variabilis ATCC 29413 ABA24452 Serine/Threonine protein kinase with WD40 repeats /Serine/Threonine protein kinase with WD40 repeats
r—NP_484482 Nostoc sp. PCC 7120 BAB72396 serine/threonine kinase with WD-40 repeat /serine/threonine kinase with WD-40 repeat
| LYP_323359 Anabaena variabilis ATCC 29413 ABA22464 Serine/Threonine protein kinase with WD40 repeats /Serine/Threonine protein kinase with WD40 repeats
ZP_00110163 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
ZP_00108001 Nostoc punctiforme PCC 73102 COG2319: FOG: WDA40 repeat
I NP_490235 Nostoc sp. PCC 7120 BAB78213 WD-repeat protein/WD-repeat protein
ZP_00111547 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
NP_486840 Nostoc sp. PCC 7120 Q8YTC2 BAB74499 WD-repeat protein/Y2800_ANASP Hypothetical WD-repeat protein alr2800 /WD-repeat protein
4' —YP_323138 Anabaena variabilis ATCC 29413 ABA22243 Possible Transcriptional Regulator, Fis family/Possible Transcriptional Regulator, Fis family
LNP_484073 Nostoc sp. PCC 7120 BAB77553 WD-40 repeat protein/WD-40 repeat protein
YP_323778 Anabaena variabilis ATCC 29413 ABA22883 Pentapeptide repeat/Pentapeptide repeat
N YP_325524 Anabaena variabilis ATCC 29413 ABA24629 Pentapeptide repeat/Pentapeptide repeat
ZP_00112371 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
YP_323325 Anabaena variabilis ATCC 29413 ABA22430 WD-40 repeat/WD-40 repeat
NP_927297 Gloeobacter violaceus PCC 7421 BAC92292 WD-repeat protein/WD-repeat protein
4|_| NP_925834 Gloeobacter violaceus PCC 7421 BAC90829 WD-repeat protein/WD-repeat protein
NP_924911 Gloeobacter violaceus PCC 7421 BAC89906 WD-repeat protein/WD-repeat protein
NP_925767 Gloeobacter violaceus PCC 7421 BAC90762 WD-repeat protein/WD-repeat protein
NP_487506 Nostoc sp. PCC 7120 Q8YRI1 BAB75165 WD-40 repeat protein/YY46_ANASP Hypothetical WD-repeat protein alr3466/WD-40 repeat protein
ZP_00106776 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
I ZP_00110089 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat

YP_322074 Anabaena variabilis ATCC 29413 ABA21179 WD-40 repeat/WD-40 repeat
_|—ZP_001 10817 Nostoc punctiforme PCC 73102 COG2319: FOG: WD40 repeat
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