
AT3G13870 = NP_188003 AAB58375 AAM12987 AAM91201 RHD3 (ROOT HAIR DEFECTIVE 3)/root hair defective 3 /unknown protein /unknown protein
AT1G72960 = NP_177439 nucleotide binding

NP_918504 Oryza sativa (japonica cultivar-group) putative root hair defective 3 (RHD3)
AAS67855 Triticum aestivum root hair defective 3 GTP-binding protein

AT5G45160 = NP_199329 BAB11389 ATP binding/GTP binding /GTP-binding protein-like; root hair defective 3 protein-like
Smo_RHD3_1_1

Ppa_RHD3_3_1
Ppa_RHD3_2_1

Ppa_RHD3_1_1
ABA99822 Oryza sativa (japonica cultivar-group) Root hair defective 3 GTP-binding protein

ABA94555 Oryza sativa (japonica cultivar-group) GTP-binding protein-like; root hair defective 3 protein, putative
Ppa_RHD3_4_1

2436_Cre
XP_568036 Cryptococcus neoformans var. neoformans JEC21 Q5K8P4 Filobasidiella neoformans EAL18926 Cryptococcus neoformans var. neoformans B-3501A AAW46519 Cryptococcus neoformans var. neoformans JEC21 membrane organization and biogenesis-relate

XP_757560 Ustilago maydis 521 Q4PEQ0 Ustilago maydis EAK81747 Ustilago maydis 521 hypothetical protein UM01413.1/SEY1_USTMA Protein SEY1/hypothetical protein UM01413.1
BAE56859 Aspergillus oryzae unnamed protein product

XP_752586 Aspergillus fumigatus Af293 Q8TGG5 Aspergillus fumigatus CAD27298 CAE47945 EAL90548 Aspergillus fumigatus Af293 hypothetical protein Afu1g12180/SEY1_ASPFU Protein sey1 /conserved hypothetical protein /hypothetical protein, conserved /Ca
XP_658689 Aspergillus nidulans FGSC A4 Q5BEE5 Emericella nidulans EAA66203 Aspergillus nidulans FGSC A4 hypothetical protein AN1085.2/SEY1_EMENI Protein sey1/conserved hypothetical protein

XP_963374 Neurospora crassa N150 XP_330260 Neurospora crassa Q9P5X6 CAB91394 EAA34138 hypothetical protein ( hypothetical protein B3E4.60/hypothetical protein ( hypothetical protein B3E4.60 /SEY1_NEUCR Protein sey-1 /conserved hypothetical protein
EAQ87014 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_08267

XP_381009 Gibberella zeae PH-1 EAA70426 hypothetical protein FG00833.1/hypothetical protein FG00833.1
XP_370482 Magnaporthe grisea 70-15 Q525S7 Magnaporthe grisea hypothetical protein MG06979.4/SEY1_MAGGR Protein SEY1

NP_593153 Schizosaccharomyces pombe 972h- Q9UTE0 Schizosaccharomyces pombe CAB60706 hypothetical protein SPAC222.14c/SEY1_SCHPO Protein sey1/SPAC222.14c
XP_504852 Yarrowia lipolytica CLIB122 Q6C3B0 Yarrowia lipolytica CAG77654 Yarrowia lipolytica CLIB122 hypothetical protein/SEY1_YARLI Protein SEY1 /unnamed protein product

XP_448969 Candida glabrata CBS 138 Q6FLC5 Candida glabrata CAG61939 Candida glabrata CBS 138 unnamed protein product/SEY1_CANGA Protein SEY1/unnamed protein product
NP_014808 Saccharomyces cerevisiae Q99287 AAB47412 CAA99371 Protein of unknown function, contains two predicted GTP-binding motifs GXXXXGKS and DXXG near the N-terminus, homolog of the Arabidopsis gene RHD3 (Root Hair Defective); Sey1p/SEY1_YEAST Pro

XP_455992 Kluyveromyces lactis NRRL Y-1140 Q6CJ97 Kluyveromyces lactis CAG98700 Kluyveromyces lactis NRRL Y-1140 unnamed protein product/SEY1_KLULA Protein SEY1/unnamed protein product
NP_986930 Eremothecium gossypii Q74ZD5 AAS54754 Ashbya gossypii ATCC 10895 AGR264Cp/SEY1_ASHGO Protein SEY1/AGR264Cp

XP_712426 Candida albicans SC5314 XP_712283 Q9C0L9 Candida albicans EAK93090 Candida albicans SC5314 EAK93240 hypothetical protein CaO19.2151/hypothetical protein CaO19.9698 /SEY1_CANAL Protein SEY1/hypothetical protein CaO19.9698 /hypothetical p
BAB43817 Candida albicans BAB43823 CaNAG6/CaNAG6

XP_461412 Debaryomyces hansenii CBS767 Q6BK59 Debaryomyces hansenii CAG89823 Debaryomyces hansenii CBS767 hypothetical protein DEHA0F26114g/SEY1_DEBHA Protein SEY1/unnamed protein product
NP_702047 Plasmodium falciparum 3D7 AAN36771 hypothetical protein PF14_0159/hypothetical protein, conserved

XP_744458 Plasmodium chabaudi chabaudi CAH77527 Plasmodium chabaudi hypothetical protein/conserved hypothetical protein
XP_764112 Theileria parva strain Muguga EAN31829 Theileria parva hypothetical protein TP04_0477/hypothetical protein, conserved

XP_953140 Theileria annulata strain Ankara CAI76515 Theileria annulata hypothetical protein TA08650/hypothetical protein, conserved
XP_641502 Dictyostelium discoideum AX4 EAL67525 Dictyostelium discoideum hypothetical protein DDB0206311/hypothetical protein DDB0206311

XP_647902 Entamoeba histolytica HM-1:IMSS XP_651407 EAL42516 EAL46021 GTP-binding protein/GTP-binding protein /GTP-binding protein, putative /GTP-binding protein, putative
XP_655238 Entamoeba histolytica HM-1:IMSS EAL49849 GTP-binding protein/GTP-binding protein, putative

EAR99602 Tetrahymena thermophila SB210 hypothetical protein TTHERM_00139640
gnl|CMER|CMN141C_hypothetical_protein,_conserved

XP_813753 Trypanosoma cruzi strain CL Brener EAN91902 Trypanosoma cruzi hypothetical protein/hypothetical protein, conserved
XP_827931 Trypanosoma brucei TREU927 EAN78819 Trypanosoma brucei hypothetical protein Tb10.61.2200/hypothetical protein, conserved

XP_769664 Giardia lamblia ATCC 50803 EAA46449 hypothetical protein GLP_93_51984_48877/GLP_93_51984_48877
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