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AT5G07260 = NP_196343 CAB87282 AAO42017 AAO50664 unknown protein/putative protein /unknown protein /Junknown protein

l_| AT4G25530 = NP_567722 A85295 T05794 Q9FVI6 CAA18173 CAB81363 AAG09302 AAK28350 FWA (FWA); DNA binding/transcription factor /A85295 probable homeodomain-protein /T05794 homeotic protein homolog M7J2.100 - Arabidopsis thaliana/FWA_ARATH Homeobox prote
L NP_915741 Oryza sativa (japonica cultivar-group) AAM88945 Oryza sativa BAD53268 Oryza sativa (japonica cultivar-group) BAD53269 BAD81954 BAD81955 putative homeobox 1/transcription factor 1 /transcription factor 1 /putative transcription factor 1

Smo_GL2_67_2 Smo_GL2 27_2

Smo_GL2 24 2 Smo_GL2 20 2 Smo_GL2_1_1

Smo_GL2 42 3 Smo_GL2_61_2

AT4G17710 = NP_193506 AAM91634 DNA binding/transcription factor /putative GLABRA2 protein
—|—AT5G46880 = NP_199499 BAB10227 HB-7; DNA binding/transcription factor /homeobox protein
—CAB96424 Zea mays OCL4 protein
r L———NP_922855 Oryza sativa (japonica cultivar-group) AAL67592 BAC77156 ABB48020 ABB48021 putative outer cell layer homeo domain protein/putative outer cell layer homeo domain protein /GL2-type homeodomain protein /outer cell layer homeo domain protein, p
AAQ16127 Gossypium hirsutum homeodomain protein BNLGHi6863

I—AAM97322 Gossypium hirsutum homeodomain protein GhHOX2
——AT1G34650 = NP_174724 AAD46012 DNA binding/transcription factor /Similar to gb|Z54356 HD-ZIP protein (Athb-10) from Arabidopsis thaliana and contains a PF|00046 homeobox domain

| L AT5G17320 = NP_197234 BAB10519 DNA binding/transcription factor /homeobox protein
L AT3G03260 = NP_186976 AAF26121 BAC42508 DNA binding/transcription factor /hypothetical protein /unknown protein
AT1G17920 = NP_564041 AAF97271 AAL11548 AAN46804 transcription factor/Strong similarity to meristem L1 layer homeobox protein (ATML1) from Arabidopsis thaliana gb|U37589 and contains Transposase PF|01527, Homeobox PF|00046, and START PF|01852 domain

—:Aﬁ G73360 = NP_177479 AAG30978 AA042020 AAO50448 DNA binding/transcription factor /Thomeobox protein, putative /putative homeobox protein /putative homeobox protein

AAU12247 Gossypium hirsutum homeodomain protein HOX3
BAD35894 Oryza sativa (japonica cultivar-group) putative homeobox
XP_463437 Oryza sativa (japonica cultivar-group) BAB61212 BAD87344 putative homeobox protein GLABRA2/putative homeobox protein GLABRA2 /putative homeodomain protein
AAC37514 Helianthus annuus homeodomain protein 1

4|_|AAK1 9610 Gossypium hirsutum AAM97321 BNLGHi8377/homeodomain protein GhHOX1
AT1G79840 = NP_565223 P46607 CAA91183 AAC80260 AAG52245 AAK26004 CAD29714 AAN71955 GL2 (GLABRA 2); DNA binding/transcription factor HGL2_ARATH Homeobox protein GLABRA2 (Homeobox-leucine zipper protein ATHB-10) (HD-ZIP protein ATHB-10) /HD-ZIP /home
XP_481342 Oryza sativa (japonica cultivar-group) BAD01388 putative OCL3 protein/putative OCL3 protein

|
L——CAB96423 Zea mays OCL3 protein
AAQ16126 Gossypium hirsutum homeodomain protein BNLGHi6313

AT5G52170 = NP_200030 BAA97460 DNA binding/transcription factor /lhomeodomain transcription factor-like
AAC79430 Malus x domestica homeodomain protein
AT3G61150 = NP_191674 CAB45018 CAB71045 AAK92803 AAM20391 DNA binding/transcription factor /homeodomain GLABRAZ2 like 1 protein /homeobox protein /putative homeobox protein /putative homeobox protein
AT4G00730 = NP_567183 AAB41901 AAC13617 AAD47139 CAB80882 ANL2 (ANTHOCYANINLESS 2); transcription factor/homeodomain protein AHDP /Arabidopsis thaliana homeodomain protein AHDP (SP:P93041)/Anthocyaninless2 /homeodomain protein AHDP

CAB96422 Zea mays OCL2 protein

_|—XP7473543 Oryza sativa (japonica cultivar-group) BAC77157 CAD41424 OSJNBb0032E06.7/GL2-type homeodomain protein /OSJNBb0O032E06.7
BAC77158 Oryza sativa (japonica cultivar-group) BAD29470 GL2-type homeodomain protein/GL2-type homeobox genes

L CAB51059 Zea mays CAG38614 OCL1 homeobox protein/homeobox protein OCL1

AAL83725 Picea abies homeodomain protein HB2

Ppa_GL2_40_1
AT2G32370 = NP_180796 AAC69941 DNA binding/transcription factor /putative homeodomain transcription factor
AAL73523 Sorghum bicolor OCLS5 protein
XP_479975 Oryza sativa (japonica cultivar-group) BAD03062 BAD16310 putative OCL5 protein/putative OCL5 protein /putative OCL5 protein
——AAB37230 Phalaenopsis sp. SM9108 homeobox protein
— AT4G04890 = NP_567274 AAD17342 CAB81031 BAB58961 AAL11554 AAL32653 AAN15463 PDF2 (PROTODERMAL FACTOR2); DNA binding/transcription factor /contains similarity to homeobox domains (Pfam: PF00046, Score,36.5, E=6.9e-08, N=1) /putative homeotic protein
rEAT4G21750 = NP_001031692 NP_193906 AAB49378 CAB36819 CAB81282 AAM14054 AAN12908 ATML1 (MERISTEM LAYER 1); DNA binding/ATML1 (MERISTEM LAYER 1); DNA binding /transcription factor /A20/L1 specific homeobox gene ATML1/ovule-specific homeobox protein A2

—— AT1G05230 = NP_172015 NP_849596 AAB71455 AAK59762 AAM10289 DNA binding/transcription factor /DNA binding /transcription factor /Strong similarity to Phalaenopsis homeobox protein (gb|U34743). /At1g05230/YUP8H12_16 /At1g05230/YUP8H12_16

XP_473974 Oryza sativa (japonica cultivar-group) BAC77155 CAE04753 OSJNBb0060E08.16/GL2-type homeodomain protein /OSJNBbOO60E08.16
4|__|_—CABQ6425 Zea mays OCLS5 protein
] XP_480435 Oryza sativa (japonica cultivar-group) BAB85750 Oryza sativa BAD03194 Oryza sativa (japonica cultivar-group) BAD03323 roc1(homeobox protein)/Roc1 /roc1(homeobox protein) /roc1(homeobox protein)

—AAG43405 Picea abies homeobox 1
Smo_GL2 12_1Smo_GL2_11_1

_Ppa_GL2_69_1

Ppa_GL2_20_1
I_—PpafG L2 8 1
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