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NP_001022413 Caenorhabditis elegans NP_001022412 CAA10734 CAA10735 CAA19462 CAA19463 CeNTaurin family member (cnt-1)/CeNTaurin family member (cnt-1) /centaurin beta 1A /centaurin beta 1B /Hypothetical protein Y17G7B.15b /Hypothetical protein Y17G7B.1
CAE73543 Caenorhabditis briggsae Hypothetical protein CBG21011100

XP_781540 Strongylocentrotus purpuratus PREDICTED: similar to centaurin, beta 2
XP_310516 Anopheles gambiae str. PEST EAA06307 ENSANGP00000017294/ENSANGP00000017294

XP_392754 Apis mellifera PREDICTED: similar to ENSANGP0000001729459
NP_524458 Drosophila melanogaster AAF56100 AAF64529 AAL39259 centaurin beta 1A CG6742-PA, isoform A/CG6742-PA, isoform A /centaurin beta 1A /GH12888p

EAL26968 Drosophila pseudoobscura GA19825-PA100
88

XP_690271 Danio rerio XP_698164 PREDICTED: similar to Centaurin beta 1 (Cnt-b1)/PREDICTED: similar to Centaurin beta 1 (Cnt-b1)
CAG00722 Tetraodon nigroviridis unnamed protein product100

XP_213365 Rattus norvegicus PREDICTED: similar to Centaurin, beta 1
NP_722483 Mus musculus AAH31462 AAH37481 CAI35146 BAE32594 centaurin, beta 1/Centaurin, beta 1 /Centb1 protein /centaurin, beta 1 /unnamed protein product
NP_055531 Homo sapiens Q15027 AAH18543 AAP88790 BAA06418 AAX41772 synthetic construct AAX41773 centaurin beta1/CENB1_HUMAN Centaurin-beta 1 (Cnt-b1)/Centaurin beta1 /centaurin, beta 1 /KIAA0050 /centaurin beta 1 /centaurin beta 152

59

XP_536619 Canis familiaris XP_859130 XP_859254 XP_859211 PREDICTED: similar to Centaurin beta 1 (Cnt-b1) isoform 1/PREDICTED: similar to Centaurin beta 1 (Cnt-b1) isoform 3 /PREDICTED: similar to Centaurin beta 1 (Cnt-b1) isoform 6 /PREDICTED: simila
20

XP_585377 Bos taurus XP_881885 XP_881773 PREDICTED: similar to Centaurin-beta 1 (Cnt-b1) isoform 16/PREDICTED: similar to Centaurin-beta 1 (Cnt-b1) isoform 21 /PREDICTED: similar to Centaurin-beta 1 (Cnt-b1) isoform 20
XP_859171 Canis familiaris PREDICTED: similar to Centaurin beta 1 (Cnt-b1) isoform 43

100

AAH73417 Xenopus laevis MGC80883 protein
64

67

XP_233719 Rattus norvegicus PREDICTED: similar to Centaurin, beta 5
NP_085152 Homo sapiens Q96P50 BAB21807 AAL04165 CAI23170 CAI23171 CAI23243 CAI23244 AAH51194 centaurin, beta 5/CENB5_HUMAN Centaurin-beta 5 (Cnt-b5) /KIAA1716 protein /centaurin beta5 /centaurin, beta 5 /centaurin, beta 5 /centaurin, beta 5 /centauri

NP_997106 Mus musculus AAH67016 AAH98196 BAE27959 centaurin, beta 5/Centaurin, beta 5 /Centb5 protein /unnamed protein product
XP_593468 Bos taurus PREDICTED: similar to centaurin, beta 548

80
100

XP_417581 Gallus gallus PREDICTED: similar to Centaurin, beta 5

60

CAG03808 Tetraodon nigroviridis unnamed protein product
95

XP_690615 Danio rerio PREDICTED: similar to centaurin, beta 2
CAG08090 Tetraodon nigroviridis unnamed protein product99

AAH60484 Xenopus laevis MGC68712 protein
NP_001006548 Gallus gallus CAG31881 centaurin, beta 2/hypothetical protein
NP_084414 Mus musculus NP_001029178 Rattus norvegicus BAC97851 Mus musculus AAH90073 Rattus norvegicus BAE27843 Mus musculus centaurin, beta 2/centaurin, beta 2 /mKIAA0041 protein /Centaurin, beta 2 /unnamed protein product
XP_545162 Canis familiaris PREDICTED: similar to Centaurin beta 2 (Cnt-b2) isoform 1

AAT11274 Oryctolagus cuniculus ACAP2
NP_036419 Homo sapiens XP_516962 Pan troglodytes Q15057 Homo sapiens CAB41450 BAA05064 AAH60767 centaurin, beta 2/PREDICTED: centaurin, beta 2 /CENB2_HUMAN Centaurin-beta 2 (Cnt-b2)/centaurin beta2 /KIAA0041 /Centaurin, beta 255
XP_582601 Bos taurus PREDICTED: similar to Centaurin-beta 2 (Cnt-b2)55
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NP_003878 Homo sapiens O43150 T00050 Q7SIG6 Mus musculus AAH63308 Homo sapiens BAA23696 BAD32222 Mus musculus AAH96022 BAE28030 BAE28052 development- and differentiation-enhancing factor 2/DDEF2_HUMAN Development and differentiation-enhancing f
XP_532867 Canis familiaris PREDICTED: similar to development- and differentiation-enhancing factor 295

AAH70750 Xenopus laevis MGC83760 protein46

CAI21120 Danio rerio novel protein similar to vertebrate development and differentiation enhancing factor 2 (DDEF2)
93

XP_689071 Danio rerio CAH68901 CAI21233 PREDICTED: similar to development- and differentiation-enhancing factor 2/novel protein similar to vertebrate development and differentiation enhancing factor family (DDEF1 and DDEF2) /novel protein similar to
47

XP_235296 Rattus norvegicus NP_060952 Homo sapiens PREDICTED: similar to ADP-ribosylation factor-directed GTPase activating protein isoform a/development and differentiation enhancing factor 1
NP_034156 Mus musculus Q9QWY8 AAC98349 AAC98350 BAC65759 AAH48818 AAH94581 BAE27250 development and differentiation enhancing/DDEF1_MOUSE 130-kDa phosphatidylinositol 4,5-biphosphate-dependent ARF1 GTPase-activating protein (PIP2-dependent ARF1 GAP)58

XP_539165 Canis familiaris PREDICTED: similar to development and differentiation enhancing factor 151

NP_787015 Bos taurus O97902 AAD19965 development and differentiation enhancing factor 1/DDEF1_BOVIN 130-kDa phosphatidylinositol 4,5-biphosphate-dependent ARF1 GTPase-activating protein (PIP2-dependent ARF1 GAP) (ADP-ribosylation factor-directed GTPa
100

83

XP_783031 Strongylocentrotus purpuratus PREDICTED: similar to development and differentiation enhancing factor 1

100

6405_Cre
XP_466898 Oryza sativa (japonica cultivar-group) BAD25291 BAD26487 putative ADP-ribosylation factor-directed GTPase activating protein/putative ADP-ribosylation factor-directed GTPase activating protein /putative ADP-ribosylation factor-directed GTPa

AT1G60860 = NP_176283 AAG51867 unknown protein/GCN4-complementing protein, putative; 3111-9506
AT1G10870 = NP_172556 CAB61505 unknown protein/GCN4-complementing protein (GCP1)100

Smo_VAN3_79_1 Smo_VAN3_1_1
Ppa_VAN3_1_1
Ppa_VAN3_3_179

Ppa_VAN3_59_2　　 　 　 　94
91

AT5G61980 = NP_201004 unknown protein
XP_483543 Oryza sativa (japonica cultivar-group) BAD01238 putative ARF GTPase-activating domain-containing protein/putative ARF GTPase-activating domain-containing protein

AT5G13300 = NP_196834 CAB86637 BAD69588 VAN3 (VASCULAR NETWORK DEFECTIVE 3)/putative protein /ARF-GAP80
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Ppa_VAN3_6_1  (aligned to Ppa_VAN3_1_1)
Ppa_VAN3_17_1 (aligned to Ppa_VAN3_3_1)
Ppa_VAN3_58_1 (aligned to Ppa_VAN3_59_2)
Smo_VAN3_69_1 (aligned to Smo_VAN3_1_1)
AAG51644.1¦ [Arabidopsis thaliana] (identical to AT1G60860)
BAC43344.1¦ [Arabidopsis thaliana] (identical to AT1G60860) 
XP 859207.1¦ [Canis familiaris] 
XP 881711.1¦ [Bos taurus]

were removed from this tree.


