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XP_797188 Strongylocentrotus purpuratus PREDICTED: similar to butyrate-induced transcript 1

88 NP_001007829 Gallus gallus CAG31186 butyrate-induced transcript 1/hypothetical protein
72 99 EAL34391 Drosophila pseudoobscura GA21658-PA
14 34 99 | I——NP7609655 Drosophila melanogaster AAF53307 AAL49155 CG9267-PA/CG9267-PA /RE57556p
— ] L XP_396529 Apis mellifera PREDICTED: similar to GA21658-PA, partial
16 AAX25715 Schistosoma japonicum SJCHGC04764 protein
771_Cre
gnl|CMER|CMRO006C_hypothetical_protein,_conserved
37 AAP05971 Schistosoma japonicum similar to NM_072339 T15B7
10 | I XP_626783 Cryptosporidium parvum lowa Il XP_668694 Cryptosporidium hominis TU502 EAK89088 Cryptosporidium parvum EAL38450 Cryptosporidium hominis protein phosphatase/hypothetical protein Chro.30252 /protein phosphatase, signal peptide, 2-6 tran
5 XP_770250 Giardia lamblia ATCC 50803 EAA40078 hypothetical protein GLP_162_33582_34178/GLP_162_33582_34178
— 100 ———XP_716911 Candida albicans SC5314 XP_716978 XP_888913 CAB59914 Candida albicans EAK97928 Candida albicans SC5314 EAK97998 BAE44810 Candida albicans putative protein tyrosine phosphatase-like protein/protein tyrosine phosphatase protein /hypothe
70 L—————XP_458450 Debaryomyces hansenii CBS767 CAG86532 hypothetical protein DEHAOC18733g/unnamed protein product
87 XP_458449 Debaryomyces hansenii CBS767 CAG86531 hypothetical protein DEHA0C187 11g/unnamed protein product
—1 XP_716912 Candida albicans SC5314 XP_716979 XP_888912 CAB59915 Candida albicans EAK97929 Candida albicans SC5314 EAK97999 BAE44809 Candida albicans putative protein tyrosine phosphatase-like protein/protein tyrosine phosphatase protein /hypothe
87 XP_959013 Neurospora crassa N150 XP_331377 Neurospora crassa EAA29777 hypothetical protein/hypothetical protein /hypothetical protein
L|_|_—EA091103 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_03038
13 38 XP_359805 Magnaporthe grisea 70-15 hypothetical protein MG04972.4
26 XP_387480 Gibberella zeae PH-1 EAA77537 hypothetical protein FG07304.1/hypothetical protein FG07304.1
19 100 ——BAE58277 Aspergillus oryzae unnamed protein product
—7MXP_751799 Aspergillus fumigatus Af293 EAL89761 phosphatase-like protein PTPLA/phosphatase-like protein (PTPLA), putative
1] 23 NP_595700 Schizosaccharomyces pombe 972h- 014346 Schizosaccharomyces pombe CAB52042 hypothetical protein SPBC19C2.15¢/YNQF_SCHPO Hypothetical protein C19C2.15¢ in chromosome 1I/SPBC19C2.15¢
11 98 XP_367691 Magnaporthe grisea 70-15 hypothetical protein MG07602.4
[ | 20 38 — 1 XP_385056 Gibberella zeae PH-1 EAA74208 hypothetical protein FG04880.1/hypothetical protein FG04880.1
100 ——BAE56199 Aspergillus oryzae unnamed protein product
L————XP_662604 Aspergillus nidulans FGSC A4 EAA61078 hypothetical protein AN5000.2/hypothetical protein AN5000.2
XP_505309 Yarrowia lipolytica CLIB122 CAG78116 hypothetical protein/unnamed protein product
1 14 XP_756154 Ustilago maydis 521 EAK80801 hypothetical protein UM00007.1/hypothetical protein UM00007.1
—l 100 EAL20702 Cryptococcus neoformans var. neoformans B-3501A hypothetical protein CNBE0670
LXP_570797 Cryptococcus neoformans var. neoformans JEC21 AAW43490 hypothetical protein/conserved hypothetical protein
69 XP_448928 Candida glabrata CBS 138 CAG61898 unnamed protein product/unnamed protein product
0] 100 _Egl NP_012438 Saccharomyces cerevisiae P40857 CAA54893 CAA89391 AAS56181 Protein of unknown function; homolog of mammalian PTPLA; involved in sphingolipid biosynthesis; required for cell viability; Phs1p/YJJ7_YEAS T Hypothetical 24.5 kDa protein in SAP185
XP_455715 Kluyveromyces lactis NRRL Y-1140 CAG98423 unnamed protein product/unnamed protein product
NP_985637 Eremothecium gossypii AAS53461 Ashbya gossypii ATCC 10895 AFRO90Wp/AFR090Wp
ABD76375 Acyrthosiphon pisum hypothetical protein
32 99 XP_310375 Anopheles gambiae str. PEST EAA05966 ENSANGP00000018910/ENSANGP00000018910
L 79 @ALSM 55 Drosophila pseudoobscura GA19829-PA
< NP_609534 Drosophila melanogaster AAF53144 AAL39203 CG6746-PA/CG6746-PA /GH07085p
XP_310376 Anopheles gambiae str. PEST EAA06076 ENSANGP00000019493/ENSANGP00000019493
100 rCAE71961 Caenorhabditis briggsae Hypothetical protein CBG19031
25 L—NP_504740 Caenorhabditis elegans AAB69975 T15B7.2/Hypothetical protein T15B7.2
XP_654254 Entamoeba histolytica HM-1:IMSS EAL48868 protein tyrosine phosphatase/protein tyrosine phosphatase, putative
23 ’ 100 {BAC43694 Arabidopsis thaliana AAO63307 unknown protein/At5g59770
—13000_Cre L——AT5G59770 = NP_200785 unknown protein
—*—XP7796799 Strongylocentrotus purpuratus PREDICTED: similar to protein tyrosine phosphatase-like (proline instead of catalytic arginine), member b
21 6 P_213610 Rattus norvegicus PREDICTED: similar to protein tyrosine phosphatase-like (proline instead of catalytic arginine), member b
6 NP_076076 Mus musculus BAB31092 AAH27289 BAE28371 protein tyrosine phosphatase-like protein PTPLB/unnamed protein product /Ptplb protein /Junnamed protein product
AAF29489 Mus musculus protein tyrosine phosphatase-like protein PTPLB
91 NP_940684 Homo sapiens XP_870174 Bos taurus AAP20101 Homo sapiens AAH60839 CAH90857 Pongo pygmaeus AAH49369 Homo sapiens AAI12558 Bos taurus protein tyrosine phosphatase-like (proline instead of catalytic arginine), member b/PREDICTED: simi
1 XP_516700 Pan troglodytes PREDICTED: kinase related protein, telokin
42l 94 (AAH78103 Xenopus laevis MGC83576 protein
AAH77839 Xenopus laevis Ptplb-prov protein
96 NP_956155 Danio rerio AAH44396 protein tyrosine phosphatase-like (proline instead of catalytic arginine), member b/Protein tyrosine phosphatase-like (proline instead of catalytic arginine), member b
XP_699783 Danio rerio PREDICTED: hypothetical protein XP_694691
99 Al AAHB2913 Xenopus laevis LOC494792 protein
63 XP_418620 Gallus gallus PREDICTED: similar to putative tyrosine phosphatase
XP_872023 Bos taurus PREDICTED: similar to protein tyrosine phosphatase-like, member a
6p°Al46275 Canis familiaris protein tyrosine phosphatase-like member A, splice variant PTPLAf
XP_848368 Canis familiaris PREDICTED: protein tyrosine phosphatase-like, member a isoform 1
NP_038963 Mus musculus AAF21975 BAB26713 protein tyrosine phosphatase-like (proline instead of catalytic arginine), member a isoform 1/putative tyrosine phosphatase /unnamed protein product
P_055056 Homo sapiens AAH10353 protein tyrosine phosphatase-like, member A/Protein tyrosine phosphatase-like, member a
AAG10713 Homo sapiens PTPLA
NP_001009443 Ovis aries AAF21976 Homo sapiens AAF29469 Ovis aries protein tyrosine phosphatase-like protein PTPLA/putative tyrosine phosphatase /protein tyrosine phosphatase-like protein PTPLA
XP_642133 Dictyostelium discoideum AX4 EAL68229 Dictyostelium discoideum hypothetical protein DDB0204430/hypothetical protein DDB0204430
100 $Smo_PAS2_1_1
L—Smo_PAS2_2 1
99 Ppa_PAS2_1_1
67 XP_550163 Oryza sativa (japonica cultivar-group) BAD61107 tyrosine phosphatase -like/tyrosine phosphatase -like
54 100 XP_550160 Oryza sativa (japonica cultivar-group) BAD61104 tyrosine phosphatase -like/tyrosine phosphatase -like
68 XP_550158 Oryza sativa (japonica cultivar-group) BAD61102 putative tyrosine phosphatase/putative tyrosine phosphatase 0s01a0150200
100 XP_471493 Oryza sativa (japonica cultivar-group) CAE01738 CAD39891 OSJNBb0067G 11.14/OSJNBb0056F09.1 /OSJNBb0067G11.14 g
83 XP_550156 Oryza sativa (japonica cultivar-group) BAD61100 putative tyrosine phosphatase/putative tyrosine phosphatase OSO 49027 '| 200
T AAT08740 Hyacinthus orientalis protein tyrosine phosphatase
— 91 AAZ66946 Brassica
81 AEB3830E bidlopsts putative-protein-phosphatase
;5G10480 =NP_196610 AAL38266 CAD45041 AAL05403 AAP13377 PAS2 (PASTICCINO 2)/putative protein phosphatase /PEPINO protein /PASTICCINO2 /At5g10480
————XP_823281 Trypanosoma brucei TREU927 EAN78453 Trypanosoma brucei protein tyrosine phosphatase/protein tyrosine phosphatase, putative
80 XP_805387 Trypanosoma cruzi strain CL Brener EAN83536 Trypanosoma cruzi protein tyrosine phosphatase/protein tyrosine phosphatase, putative

CAJ01945 Leishmania major protein tyrosine phosphatase, putative
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