AIR3 (AT2G04160): global tree
File name: AIR3.njtree0.svg
374 aa residues 84 OTU included.
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rAT2G04160 = NP_565309 AAD12260 AAM15483 AIR3; subtilase/subtilisin-like protease /subtilisin-like serine protease AIR3

L AAGE26H-Arabidopsis-thatana-subtilisin-like-protease-

AAQ23176 Glycine max subtilisin-like protease

AT5G59810 = NP_200789 BAB08348 BAC42673 peptidase/subtilase /serine protease-like protein /putative subtilisin-like protease

CAJ75644 Triticum aestivum subtilisin-like protease

XP_464493 Oryza sativa (japonica cultivar-group) BAD25466 putative subtilisin-like proteinase AIR3/putative subtilisin-like proteinase AIR3

BAD35630 Oryza sativa (japonica cultivar-group) BAD35473 putative subitilisin-like proteinase/putative subtilisin-like proteinase

NP_917106 Oryza sativa (japonica cultivar-group) BAD81785 BAD82227 putative subtilisin-like protease/P69E protein-like /P69E protein-like

XP_481633 Oryza sativa (japonica cultivar-group) BAC22315 putative subitilisin-like serine protease AIR3/putative subtilisin-like serine protease AIR3

Ppa_AIR3AT2G04160_22 1
Smo_AIR3AT2G04160_8_1 (contains polymorphic sites; thus likely represent two alleles)

AT5G45650 = NP_199378 BAB09208 BAC42684 AA064099 peptidase/subtilase /subtilisin-like protease /putative subtilisin-like protease /putative subtilisin

NP_916747 Oryza sativa (japonica cultivar-group) BAB21149 BAB90087 subtilisin-like protease/subtilisin-like proteinase-like /subtilisin-like proteinase-like

Smo_AIR3AT2G04160_53_1 (contains polymorphic sites; thus likely represent two alleles)

Smo_AIR3AT2G04160_96_1 (contains polymorphic sites; thus likely represent two alleles)

I Smo_AIR3AT2G04160_47_1 (contains polymorphic sites; thus likely represent two alleles)

L Smo_AIR3AT2G04160_44_1 (contains polymorphic sites; thus likely represent two alleles)

Smo_AIR3AT2G04160_3_1 (contains polymorphic sites; thus likely represent two alleles)
99 Smo_AIR3AT2G04160_101_2 (contains polymorphic sites; thus likely represent two alleles)
|_|:Smo_AIR3AT2GO4160_30_1

|—Smo_AIR3AT2G041 60_111_1

Smo_AIR3AT2G04160_86_1 (contains polymorphic sites; thus likely represent two alleles)

100 rCAA06414 Lycopersicon esculentum PB9F protein

LCAA76727 Lycopersicon esculentum P69D protein

CAB67119 Lycopersicon esculentum subtilisin-like protease

CABG67120 Lycopersicon esculentum subtilisin-like protease

CAA06412 Lycopersicon esculentum P69C protein

CAA06413 Lycopersicon esculentum P69E protein

CAA71234 Lycopersicon esculentum CAA76725 subtilisin-like protease/P69B protein
CAAB64566 Lycopersicon esculentum CAA76724 subitilisin-like endoprotease/P69A protein
AA07250 Lycopersicon esculentum serine protease

AT1G01900 = NP_563639 AAF76468 AA0O22659 peptidase/subtilase /Contains similarity to p69d gene from Lycopersicon esculentum gb|Y17278 and contains a Peptidase S8 PF|00082 domain. /putative subtilisin-like serine protease

AT1G04110 = NP_563701 AAC16749 SDD1 (STOMATAL DENSITY AND DISTRIBUTION); subtilase/Strong similarity to protein SBT1 gb|X98929 from Lycopersicum esculentum.

XP_468102 Oryza sativa (japonica cultivar-group) BAD19528 putative subtilisin-like proteinase/putative subtilisin-like proteinase

XP_468091 Oryza sativa (japonica cultivar-group) BAD19517 putative subtilisin-like proteinase/putative subtilisin-like proteinase

AT3G14067 = NP_566473 AAS49055 AAS76762 peptidase/subtilase /At3g14067 /At3g14067

XP_482712 Oryza sativa (japonica cultivar-group) BAD08783 putative subtilisin-like proteinase/putative subtilisin-like proteinase
—AAM60964 Arabidopsis thaliana subtilisin-like serine protease

L-AT3G14240 = NP_566483 BAB01030 AAK25839 subtilase/subitilisin proteinase-like protein /putative subtilisin serine protease

AT4G34980 = NP_567972 CAA17763 CAB80215 AAL67071 AAM19998 SLP2; subtilase/subtilisin proteinase-like /subtilisin proteinase-like /putative subtilisin serine protease /putative subtilisin serine proteinase

AT5G51750 = NP_568765 BAB11244 AAL87307 subtilase/serine protease-like protein /putative subtilisin serine protease

CAA67430 Lycopersicon esculentum CAA07000 SBT2/subtilisin-like protease

XP_473575 Oryza sativa (japonica cultivar-group) CAD41662 OSJNBa0019K04.9/0SJNBa0019K04.9

BAD36156 Oryza sativa (japonica cultivar-group) putative serine protease

NP_921297 Oryza sativa (japonica cultivar-group) AAM22744 AAP53584 putative cucumisin-like serine protease/putative cucumisin-like serine protease /cucumisin-like serine protease, putative

AT2G05920 = NP_565330 AAC95169 AAK59595 AAN13182 peptidase/subtilase /subtilisin-like serine protease, putative /putative subtilisin serine protease /putative subtilisin serine protease

ABD33266 Medicago truncatula Protease-associated PA; Proteinase inhibitor 19, subtilisin propeptide

CAA67429 Lycopersicon esculentum CAA06999 SBT1/subtilisin-like protease

XP_469861 Oryza sativa (japonica cultivar-group) AAK63927 putative serine protease/putative serine protease

AAR87229 Oryza sativa (japonica cultivar-group) AAT78773 putaive subtilisin-like proteinase/putative serine protease
rAAM10321 Arabidopsis thaliana AAN46863 AT5967360/K8K14_8 /At5967360/K8K14_8

JAT5G67360 = NP_569048 065351 CAA59963 AAC18851 BAB09021 AAK25995 AAN13181 ARA12; subtilase/SUBL_ARATH Subtilisin-like protease precursor (Cucumisin-like serine protease)/subtilisin-like protease /cucumisin-like serine protease /cucumisin-like serine
AT4G21630 = NP_567632 CAB36807 CAB81270 peptidase/subtilase /serine protease-like protein /serine protease-like protein

|—AT4G21650 NP_567633 AAL24366 AAM91203 AAO00797 peptidase/subtilase /subtilisin proteinase-like /subtilisin proteinase-like /subtilisin proteinase - like

AT4G10520 = NP_567359 AAD03440 CAB40045 CAB78175 peptidase/subtilase /similar to the subtilase family of serine proteases (Pfam: PF00082, Score=48.3, E=2.3e-12, n=4) /putative subtilisin-like protease /putative subtilisin-like protease
AADO03431 Arabidopsis thaliana similar to the subtilase family of serine proteases (Pfam: PF00082, score; 45.8, E=1.1e-11, n=2)
97 [ AT4G10550 = NP_567362 CAB40021 CAB78178 AAM91616 peptidase/subtilase /subtilisin-like protease-like protein /subtilisin-like protease-like protein /putative subtilisin serine protease
AT4G10510 = NP_567358 AAD03438 CAB40044 CAB78174 peptidase/subtilase /similar to the subtilase family of serine proteases (Pfam: PF00082, Score=49.7, E=9.2e-13, n=3) /putative subtilisin-like protease /putative subtilisin-like protease
_:AT4G10540 NP_567361 CAB40047 CAB78177 peptidase/subtilase /putative subtilisin-like protease /putative subtilisin-like protease

AT1G32950 = NP_564413 peptidase/subtilase

_|i—|:AT1 G32960 = NP_564414 AAF31276 AAM20591 AAQ56790 peptidase/subtilase //Third of four adjacent putative subtilase family /subtilase, putative /At1932960
99
AT1G32940 = NP_564412 AAF31278 AAL67022 AAP04132 peptidase/subtilase //First of four adjacent putative subtilase family /putative subtilisin serine protease /putative subtilisin serine protease

CAB51181 Arabidopsis thaliana subtilisin-like proteinase homolog

AT5G59090 = NP_568895 NP_001032101 AAM97000 AAN15446 peptidase/subtilase /peptidase/subtilase /subtilisin-like serine protease /subtilisin-like serine protease

|—AT5G591 20 = NP_568898 BAB09758 AAM13058 AAQ56777 peptidase/subtilase /serine protease-like protein /Junknown protein /At5g59120

AAN12272 Glycine max AAD02075 subtilisin-like protease C1/subtilisin-like protease C1

AT5G03620 = NP_568124 CAB82927 peptidase/subtilase /cucumisin precursor-like protein

AT4G00230 = NP_567155 Q9LLL8 AAC19302 AAF25830 CAB80781 XSP1 (XYLEM SERINE PEPTIDASE 1); peptidase/subtilase /XSP1_ARATH Xylem serine proteinase 1 precursor (AtXSP1) (Cucumisin-like protein)/contains similarity to the subtilase family of serine prot

BAA13135 Picea abies subtilisin-like protein
r—AAK53589 Glycine max subtilisin-like protein

JAAK53065 Glycine max subtilisin-type protease precursor
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rAAM65424 Arabidopsis thaliana subtilisin-like serine protease

lAT1G20160 = NP_001031070 NP_564107 AAF79897 peptidase/subtilase /peptidase/subtilase /Contains similarity to p69c gene from Lycopersicon esculentum gb|Y17277 and is a member of subtilase family PF|00082. ESTs gb|T22485, gb|R65370, gb|AA651071 come

0.100

AT1G20150 = NP_564106 AAF79898 peptidase/subtilase /Contains similarity to p69c gene from Lycopersicon esculentum gb|Y17277 and is a member of subtilase family PF|00082.



