MMD1 (AT1G66170): partial tree

File name: MMD1.pt3nj.svg

42 aa residues 14 OTU included.

Partial tree including Ppa.
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AT1G66170 = NP_176791 AAG51303 AAO16873 AAP69944 MMD1 (MALE MEIOCYTE DEATH 1); DNA binding/protein binding /zinc ion binding /PHD-finger protein, putative /male meiotic MMD1 /male meiotic chromosome organization protein

M AT2G07714 = NP_178796 NP_085515 P93310 CAA69739 AAM15492 unknown protein/hypothetical protein Atmt_p42 /M550_ARATH Hypothetical mitochondrial protein AtMg00550 (ORF160)/unnamed protein product /hypothetical protein
24 AT2G01810 = NP_178290 AAD12714 DNA binding/protein binding /zinc ion binding /hypothetical protein
34 BAD37958 Oryza sativa (japonica cultivar-group) putative male sterility 1 protein
I AT5G22260 = NP_197618 BAB08324 CAC69663 CAC69664 MS1 (MALE STERILITY 1); DNA binding/unnamed protein product /male sterility 1 protein /male sterility 1 protein
58 36 AAX94898 Oryza sativa (japonica cultivar-group) AAX96648 ABA92270 PHD-finger, putative/PHD-finger, putative /PHD-finger, putative
49 _l 93 I NP_915021 Oryza sativa (japonica cultivar-group) BAC07324 putative male sterility 1 protein/putative male sterility 1 protein
L AT1G33420 = NP_564424 Q9C810 AAG51204 AAK59559 AAK93738 DNA binding/protein binding /zinc ion binding /Y1342_ARATH PHD finger protein At1g33420/hypothetical protein; 47104-44821 /unknown protein /unknown protein
24 Smo_MMD1_13_1 Smo_MMD1_5_2
97 I—Smo_MMD1_28_1 Smo_MMD1_9_1

iL—PpanMm 26 1
Ppa_MMD1_3_1
6287_Cre

XP_469558 Oryza sativa (japonica cultivar-group) AAL58226 AAO38818 putative collagen/putative collagen /hypothetical protein

0.100



