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100 ——CAE64489 Caenorhabditis briggsae Hypothetical protein CBG09214
71 | L———NP_497756 Caenorhabditis elegans CAA85494 CAA84320 F34D10.2/Hypothetical protein F34D10.2 /Hypothetical protein F34D10.2
gnl|CMER|CMP303C_similar_to_cell_division_control_protein_cdc45
4611_Cre
98 Smo_CDC45_1_1
23 L|—|_—XP_570756 Cryptococcus neoformans var. neoformans JEC21 EAL20782 Cryptococcus neoformans var. neoformans B-3501A AAW43449 Cryptococcus neoformans var. neoformans JEC21 cell division control protein 45/hypothetical protein CNBE1440 /cell division
XP_761917 Ustilago maydis 521 Q99107 Ustilago maydis AAA93459 EAK86009 Ustilago maydis 521 hypothetical protein UM05770.1/TSD2_USTMA Protein TSD2/Tsd2 /TSD2_USTMA TSD2 PROTEIN
NP_594693 Schizosaccharomyces pombe 972h- 074113 Schizosaccharomyces pombe BAA28947 CAC05732 hypothetical protein SPAC17D4.02/CDC45_SCHPO Cell division control protein 45 homolog (Suppressor of nda4 protein) /SNA41 /sna41
86 4 XP_957455 Neurospora crassa N150 XP_323731 Neurospora crassa EAA28219 hypothetical protein/hypothetical protein /hypothetical protein
13 34 ﬂEXP%sazs Magnaporthe grisea 70-15 hypothetical protein MG01549.4
97 XP_389768 Gibberella zeae PH-1 EAA76143 hypothetical protein FG09592.1/hypothetical protein FG09592.1
84XP_752900 Aspergillus fumigatus Af293 EAL90862 hypothetical protein Afu1g15310/sna41 protein
99 | EXP658476 Asperqgillus nidulans FGSC A4 EAA65901 hypothetical protein AN0872.2/hypothetical protein AN0872.2
55 BAES56141 Aspergillus oryzae unnamed protein product
NP_986736 Eremothecium gossypii AAS54560 Ashbya gossypii ATCC 10895 AGR071Cp/AGR071Cp
4 100 82 NP_013204 Saccharomyces cerevisiae Q08032 AAB67546 CAA97668 AAC49620 AAB09053 DNA replication initiation factor; recruited to MCM pre-RC complexes at replication origins; promotes release of MCM from Mcm10p, recruits elongation machinery; mutants in
62 7_9EXP7449843 Candida glabrata CBS 138 CAG62823 hypothetical protein CAGLOM11550g/unnamed protein product
100 XP_455970 Kluyveromyces lactis NRRL Y-1140 CAG98678 unnamed protein product/unnamed protein product
XP_460190 Debaryomyces hansenii CBS767 CAG88463 hypothetical protein DEHAOE21582g/unnamed protein product
XP_500565 Yarrowia lipolytica CLIB122 CAG82796 hypothetical protein/unnamed protein product
98 {Ppa_CDC45_1_1
L Ppa_CDC45_2_1
99 100 fABA91288 Oryza sativa (japonica cultivar-group) CDC45-like protein
59 [ABA96298 Oryza sativa (japonica cultivar-group) CDC45-like protein
grSmo_CDC%_Z_Z Smo_CDC45_3_2
AT3G25100 = NP_189146 BAB02068 CAD43725 CDC45 (CELL DIVISION CYCLE 45)/CDCA45 (cell division cycle 45) -like protein /putative cell division cyle protein 45
100 EAL32534 Drosophila pseudoobscura GA17594-PA
92 |—r—N P_569880 Drosophila melanogaster AAD09003 CAB51681 AAF45579 AAK93285 CDC45L CG3658-PA/CDC45L /EG:BACR7A4.11 /CG3658-PA /LD35753p
97 I—XP7320573 Anopheles gambiae str. PEST EAA00243 ENSANGP00000008700/ENSANGP00000008700
XP_393560 Apis mellifera PREDICTED: similar to CG3658-PA
90 NP_001027604 Ciona intestinalis BAB00625 cdc45 protein/cdc45
100 AAH77621 Xenopus laevis Cdc45I-prov protein
B9 89 AH73697 Xenopus laevis LOC398081 protein
Q9YHZ6 Xenopus laevis AAC67520 CC45L_XENLA CDC45-related protein/Cdc45
NP_998551 Danio rerio AAH50511 cell division cycle 45-like/Cell division cycle 45-like
100 AAY41172 Cricetulus griseus DNA replication protein Cdc45
P_033992 Mus musculus Q9Z1X9 CAA11531 AAC95057 AAD08999 AAD09000 AAD09001 AAH28635 BAE27607 cell division cycle 45 homolog (S. cerevisiae)-like/CC45L_MOUSE CDC45-related protein (PORC-PI-1)/CDC45 like protein /CDC45-related protein /CDC45L /CDCA45L /
93 XP_213587 Rattus norvegicus PREDICTED: similar to CDC45L

NP_003495 Homo sapiens 075419 CAA11530 AAC27289 AAC67521 AAD08998 AAH06232 AAH10022 AAP35438 AAP36574synthetic construct AAQ89330 Homo sapiens AAS66985 AAX29251 synthetic construct AAX29252 AAX32644 AAX32645 CDC45-like/CC45L_HUMAN CDC45-relate

XP_543547 C

anis familiaris PREDICTED: similar to CDC45-like

NP_001019661 Bos taurus AAX08826 CDC45-like/CDC45-like

0.100

XP_647280 Dictyostelium discoideum AX4 EAL73327 Dictyostelium discoideum hypothetical protein DDB0189517/hypothetical protein DDB0189517
XP_657172 Entamoeba histolytica HM-1:IMSS EAL51786 CDC45-related protein/CDC45-related protein, putative



