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AT2G31970 = NP_565733   Q9SL02 AAF36810 AAD15407 AAM98090 AAO64758 RAD50; ATP binding/nuclease/zinc ion binding /RAD50_ARATH DNA repair protein RAD50 (AtRAD50)/DNA repair-recombination protein /putative RAD50 DNA repair protein /At2g31970/F22D22.28 /A
AAP34688 Oryza sativa (japonica cultivar-group) DNA repair-recombination protein99
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CAG11723 Tetraodon nigroviridis unnamed protein product
XP_584960 Bos taurus PREDICTED: similar to RAD50 homolog isoform 1 isoform 1
NP_071582 Rattus norvegicus Q9JIL8 AAF91229 RAD50 homolog/RAD50_RAT DNA repair protein RAD50/Rad50
NP_005723 Homo sapiens Q92878 AAB07119 CAA99729 AAD50325 RAD50 homolog isoform 1/RAD50_HUMAN DNA repair protein RAD50 (hRAD50)/Rad50 /RAD50 homologue hsRAD50 /RAD50-2 protein
NP_033038 Mus musculus P70388 AAC52894 CAI24691 RAD50 homolog/RAD50_MOUSE DNA repair protein RAD50 (mRad50) /RAD50/RAD50 homolog (S. cerevisiae)
XP_531901 Canis familiaris PREDICTED: similar to RAD50 homolog isoform 130
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XP_629462 Dictyostelium discoideum AX4 EAL61067 Dictyostelium discoideum hypothetical protein DDB0184568/hypothetical protein DDB0184568
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gnl|CMER|CMQ187C_DNA_repair_protein_RAD50
XP_814845 Trypanosoma cruzi strain CL Brener EAN92994 Trypanosoma cruzi DNA repair protein RAD50/DNA repair protein RAD50, putative24
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XP_448046 Candida glabrata CBS 138 CAG60997 unnamed protein product/unnamed protein product
XP_721725 Candida albicans SC5314 XP_721606 EAL02810 EAL02937 hypothetical protein CaO19_1648/hypothetical protein CaO19_9217 /hypothetical protein CaO19.9217 /hypothetical protein CaO19.164877

EAL17282 Cryptococcus neoformans var. neoformans B-3501A hypothetical protein CNBN1090
NP_594318 Schizosaccharomyces pombe 972h- Q9UTJ8 Schizosaccharomyces pombe hypothetical protein SPAC1556.01c/RAD50_SCHPO DNA repair protein rad50

XP_325081 Neurospora crassa XP_963818 Neurospora crassa N150 EAA34582 Neurospora crassa CAE81997 hypothetical protein ( (AB055069) UVS6/hypothetical protein ( (AB055069) UVS6 /hypothetical protein ( (AB055069) UVS6 /RAD50 homolog uvs-6
XP_661223 Aspergillus nidulans FGSC A4 EAA59827 hypothetical protein AN3619.2/hypothetical protein AN3619.2

BAE54775 Aspergillus oryzae unnamed protein product
XP_751564 Aspergillus fumigatus Af293 EAL89526 DNA repair protein Rad50/DNA repair protein Rad5036
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NP_506070 Caenorhabditis elegans O44199 CAA99730 CAB01581 RADiation sensitivity abnormal/yeast RAD-related family member (rad-50) /RAD50_CAEEL DNA repair protein rad-50/RAD50 homologue ceRAD50 /Hypothetical protein T04H1.4
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EAR83969 Tetrahymena thermophila SB210 hypothetical protein TTHERM_00773790
NP_726199 Drosophila melanogaster AAF46847 AAO39559 rad50 CG6339-PA/CG6339-PA /LP09268p
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Ppa_AtRAD50_2_1, Ppa_AtRAD50_1_1, Ppa_AtRAD50_30_1are different regions of a gene
Smo_AtRAD50_3_1, Smo_AtRAD50_1_1 are different regions of a gene
Smo_AtRAD50_2_1, Smo_AtRAD50_4_1 are different regions of a gene


