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XP_770792 Giardia lamblia ATCC 50803 EAA40620 hypothetical protein GLP_23_27377_25512/GLP_23_27377_25512
CAE71299 Caenorhabditis briggsae Hypothetical protein CBG18188

NP_001022551 Caenorhabditis elegans T16176 Q19825 AAA91224 aRginyl aa-tRNA syntheTase family member (rrt-1)/T16176 hypothe100
NP_573081 Drosophila melanogaster Q9VXN4 AAF48524 AAL48546 Arginyl-tRNA synthetase CG9020-PA/SYR_DROME Probable arginyl-tR

XP_318119 Anopheles gambiae str. PEST EAA13294 ENSANGP00000017692/ENSANGP0000001769267
XP_623301 Apis mellifera PREDICTED: similar to Arginyl-tRNA synthetase85

XP_781259 Strongylocentrotus purpuratus PREDICTED: similar to arginyl-tRNA synthetase
NP_989403 Xenopus tropicalis AAH64888 arginyl-tRNA synthetase/Arginyl-tRNA synthetase
AAH97633 Xenopus laevis Unknown (protein for IMAGE:5513341)100

AAH83505 Danio rerio Arginyl-tRNA synthetase
NP_956342 Danio rerio AAH45884 arginyl-tRNA synthetase/Arginyl-tRNA synthetase100

CAF89939 Tetraodon nigroviridis unnamed protein product
CAF97279 Tetraodon nigroviridis unnamed protein product100

98

NP_001025778 Gallus gallus CAG31232 arginyl-tRNA synthetase/hypothetical protein
P37880 Cricetulus longicaudatus JN0870 Cricetulus griseus CAA45012 Cricetulus longicaudatus SYR_CRILO Arginyl-tRNA synt
BAE38569 Mus musculus unnamed protein product
BAE40154 Mus musculus unnamed protein product44

NP_080212 Mus musculus BAB27583 arginyl-tRNA synthetase/unnamed protein product82

Q9D0I9 Mus musculus AAH20132 BAC36226 CAI24388 BAE30837 BAE29127 BAE30955 SYR_MOUSE Arginyl-tRNA synthetase (Arginine--tRNA
100

68

XP_853102 Canis familiaris XP_866915 PREDICTED: similar to arginyl-tRNA synthetase isoform 1/PREDICTED: similar to arginyl
XP_866928 Canis familiaris PREDICTED: similar to arginyl-tRNA synthetase isoform 397

XP_582733 Bos taurus PREDICTED: similar to arginyl-tRNA synthetase isoform 1
XP_884496 Bos taurus PREDICTED: similar to arginyl-tRNA synthetase isoform 5100

87

BAE87594 Macaca fascicularis BAE88134 unnamed protein product/unnamed protein product
BAE88329 Macaca fascicularis unnamed protein product54
BAE88417 Macaca fascicularis unnamed protein product98

CAH91390 Pongo pygmaeus hypothetical protein
CAI29693 Pongo pygmaeus hypothetical protein92

BAD96517 Homo sapiens arginyl-tRNA synthetase variant
NP_002878 Homo sapiens P54136 AAH00528 AAH14619 AAP36058 AAX41676 synthetic construct arginyl-tRNA synthetase/SYR_HUMAN

AAB35627 Homo sapiens arginyl-tRNA synthetase; ArgRS62
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YP_400594 Synechococcus elongatus PCC 7942 ABB57607 arginyl-tRNA synthetase/arginyl-tRNA synthetase
Q8KPU9 Synechococcus elongatus PCC 7942 AAM82666 SYR_SYNP7 Arginyl-tRNA synthetase (Arginine--tRNA ligase) (ArgRS)/Syr45

YP_170744 Synechococcus elongatus PCC 6301 BAD78224 arginyl-tRNA synthetase/arginyl-tRNA-synthetase100

NP_681615 Thermosynechococcus elongatus BP-1 Q8DKN4 Synechococcus elongatus BAC08377 Thermosynechococcus elongatus BP-1
64

NP_442762 Synechocystis sp. PCC 6803 Q55486 BAA10833 arginyl-tRNA synthetase/SYR_SYNY3 Arginyl-tRNA synthetase (Arginine
ZP_00515167 Crocosphaera watsonii WH 8501 EAM52002 Arginyl-tRNA synthetase, class Ic/Arginyl-tRNA synthetase, class Ic48

10

ZP_00671499 Trichodesmium erythraeum IMS101 EAO29661 Arginyl-tRNA synthetase, class Ic/Arginyl-tRNA synthetase, class Ic
YP_324062 Anabaena variabilis ATCC 29413 ABA23167 arginyl-tRNA synthetase/Arginyl-tRNA synthetase, class Ic
NP_487757 Nostoc sp. PCC 7120 Q8YQU9 BAB75416 arginyl-tRNA synthetase/SYR_ANASP Arginyl-tRNA synthetase (Arginine--tRNA100

ZP_00112188 Nostoc punctiforme PCC 73102 COG0018: Arginyl-tRNA synthetase100

CAC01600 Anabaena circinalis 90 putative arginyl-tRNA synthetase
100

32

80

NP_898408 Synechococcus sp. WH 8102 Q7U3V8 CAE08834 arginyl-tRNA synthetase/SYR_SYNPX Arginyl-tRNA synthetase (Arginine-
YP_382738 Synechococcus sp. CC9605 ABB36183 arginyl-tRNA synthetase/arginyl-tRNA synthetase97
ZP_01125352 Synechococcus sp. WH 7805 EAR17391 arginyl-tRNA synthetase/arginyl-tRNA synthetase91

YP_378135 Synechococcus sp. CC9902 ABB27092 arginyl-tRNA synthetase/Arginyl-tRNA synthetase, class Ic
97

ZP_01079404 Synechococcus sp. RS9917 EAQ70529 arginyl-tRNA synthetase/arginyl-tRNA synthetase
84

NP_895895 Prochlorococcus marinus str. MIT 9313 Q7V493 CAE22244 arginyl-tRNA synthetase/SYR_PROMM Arginyl-tRNA synthetase
96

ZP_01083677 Synechococcus sp. WH 5701 EAQ76658 arginyl-tRNA synthetase/arginyl-tRNA synthetase
100

NP_874606 Prochlorococcus marinus subsp. marinus str. CCMP1375 Q7VE03 Prochlorococcus marinus AAP99258 Prochlorococcus m
ZP_01006098 Prochlorococcus marinus str. MIT 9211 EAQ09836 arginyl-tRNA synthetase/arginyl-tRNA synthetase93

YP_292745 Prochlorococcus marinus str. NATL2A AAZ59042 arginyl-tRNA synthetase/arginyl-tRNA synthetase, class Ic62

100

YP_396687 Prochlorococcus marinus str. MIT 9312 ABB49251 arginyl-tRNA synthetase/arginyl-tRNA synthetase
NP_892308 Prochlorococcus marinus subsp. pastoris str. CCMP1986 Q7V396 CAE18646 arginyl-tRNA synthetase/SYR_PROMP Arginyl-100
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ZP_00134063 Actinobacillus pleuropneumoniae serovar 1 str. 4074 COG0018: Arginyl-tRNA synthetase
NP_872860 Haemophilus ducreyi 35000HP Q7VP38 Haemophilus ducreyi AAP95249 Haemophilus ducreyi 35000HP arginyl-tRNA syn100

YP_088522 Mannheimia succiniciproducens MBEL55E AAU37937 arginyl-tRNA synthetase/ArgS protein
NP_245488 Pasteurella multocida subsp. multocida str. Pm70 P57851 Pasteurella multocida AAK02635 Pasteurella multocida s98

100

ZP_00775105 Pseudoalteromonas atlantica T6c EAO68374 Arginyl-tRNA synthetase, class Ic/Arginyl-tRNA synthetase, class Ic
ZP_01110657 Alteromonas macleodii 'Deep ecotype' EAR04948 arginyl-tRNA synthetase/arginyl-tRNA synthetase100

66

ZP_00419166 Azotobacter vinelandii AvOP EAM04536 Arginyl-tRNA synthetase, class Ic/Arginyl-tRNA synthetase, class Ic
ZP_00585716 Shewanella amazonensis SB2B EAN39709 Arginyl-tRNA synthetase, class Ic/Arginyl-tRNA synthetase, class Ic
ZP_00835741 Shewanella sp. PV-4 EAP04280 Arginyl-tRNA synthetase, class Ic/Arginyl-tRNA synthetase, class Ic100

100

YP_432419 Hahella chejuensis KCTC 2396 ABC27994 arginyl-tRNA synthetase/arginyl-tRNA synthetase
82
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YP_007230 Candidatus Protochlamydia amoebophila UWE25 CAF22955 arginyl-tRNA synthetase/probable arginyl-tRNA synthetase
AAN10190 Candidatus Fritschea bemisiae argynyl tRNA synthetase69

NP_829045 Chlamydophila caviae GPIC Q824H4 Chlamydophila caviae AAP04923 Chlamydophila caviae GPIC arginyl-tRNA synthe
YP_219598 Chlamydophila abortus S26/3 CAH63627 arginyl-tRNA synthetase /putative arginyl-tRNA synthetase55

YP_515752 Chlamydophila felis Fe/C-56 BAE81607 arginyl tRNA synthetase /arginyl tRNA synthetase100

YP_328276 Chlamydia trachomatis A/HAR-13 AAX50728 arginyl-tRNA synthetase /arginyl-tRNA synthetase
NP_219967 Chlamydia trachomatis D/UW-3/CX O84460 Chlamydia trachomatis AAC68054 Chlamydia trachomatis D/UW-3/CX arginy99

NP_297113 Chlamydia muridarum Nigg Q9PJT8 Chlamydia muridarum AAF39548 Chlamydia muridarum Nigg arginyl-tRNA synthetas100

55

NP_300625 Chlamydophila pneumoniae J138 NP_876864 Chlamydophila pneumoniae TW-183 NP_224766 Chlamydophila pneumoniae CWL

100
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XP_764024 Theileria parva strain Muguga EAN31741 Theileria parva arginyl-tRNA synthetase/arginyl-tRNA synthetase, putati
XP_953054 Theileria annulata strain Ankara CAI76429 Theileria annulata arginyl-tRNA synthetase/arginyl-tRNA synthetase,100

NP_701544 Plasmodium falciparum 3D7 AAN36268 arginyl-tRNA synthetase, putative/arginyl-tRNA synthetase, putative62

EAS03782 Tetrahymena thermophila SB210 arginyl-tRNA synthetase family protein
94
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Ppa_At4g26300_3_1
XP_475642 Oryza sativa (japonica cultivar-group) AAT07655 putative Arginyl-tRNA synthetase/putative Arginyl-tRNA synthetas

BAB08191 Oryza sativa (japonica cultivar-group) Similar to Arabidopsis thaliana arginine--tRNA ligase (T06014)
XP_550209 Oryza sativa (japonica cultivar-group) BAD61080 putative arginyl-tRNA synthetase/putative arginyl-tRNA synthetas100

98

AT1G66530 = NP_176826 CAB11467 AAG51163 AAK53017 AAM16217 ATP binding/arginine-tRNA ligase/tRNA ligase /arginyl-tRNA synt
AT4G26300 = NP_194360 CAB11468 CAB11469 CAB38959 CAB79485 EMB1027; ATP binding/arginine-tRNA ligase/tRNA ligase /arginyl-100
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