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ZP_00509896 Clostridium thermocellum ATCC 27405 EAM45436 Cation transporting ATPase, N-terminal:Haloacid dehalogenase-like hydrolase:Cation transporting ATPase, C-terminal:E1-E2 ATPase-associated region/Cation transporting ATPase, N-terminal:Haloacid
93 NP_562970 Clostridium perfringens str. 13 BAB81760 cation-transporting ATPase/cation-transporting ATPase
LEZP_OOQO?SSS Clostridium beijerincki NCIMB 8052 EAP61989 ATPase, E1-E2 type/ATPase, E1-E2 type
NP_348755 Clostridium acetobutylicum ATCC 824 AAK80095 Cation transport P-type ATPase/Cation transport P-type ATPase
ZP_01150290 Desulfotomaculum reducens MI-1 EAR42302 ATPase, E1-E2 type/ATPase, E1-E2 type
YP_518982 Desulfitobacterium hafniense Y51 ZP_00557491 Desulfitobacterium hafniense DCB-2 EAM98766 BAE84538 Desulfitobacterium hafniense Y51 hypothetical protein DSY2749/Cation transporting ATPase, N-terminal:Haloacid dehalogenase-like hydrolase:
YP_429747 Moorella thermoacetica ATCC 39073 ABC19204 ATPase, E1-E2 type/ATPase, E1-E2 type

YP_075164 Symbiobacterium thermophilum IAM 14863 BAD40320 cation-transporting ATPase/cation-transporting ATPase
ZP_01171596 Bacillus sp. NRRL B-14911 EAR65795 hypothetical protein B14911_00955/hypothetical protein B14911_00955

58

60

2 NP_389448 Bacillus subtilis subsp. subtilis str. 168 CAA74269 Bacillus subtilis CAB13439 Bacillus subtilis subsp. subtilis str. 168 hypothetical protein BSU15650/putative PacL protein /yloB
| YP_078959 Bacillus licheniformis ATCC 14580 YP_091374 AAU23321 AAU40681 ATPase, E1-E2 type protein/YloB /ATPase, E1-E2 type protein /YloB
——ZP_01181868 Bacillus cereus subsp. cytotoxis NVH 391-98 EAR69351 ATPase, E1-E2 type/ATPase, E1-E2 type
100 ZP_00240181 Bacillus cereus G9241 EAL12201 cation-transporting ATPase, E1-E2 family/cation-transporting ATPase, E1-E2 family
100 Bavp 085215 Bacillus cereus E33L AAU16633 cation- -transporting ATPase, E1-E2 family/cation-transporting ATPase, E1-E2 family
32 NP_980212 Bacillus cereus ATCC 10987 AAS42820 cation-transporting ATPase, E1-E2 family/cation-transporting ATPase, E1-E2 family
100 YP_029976 Bacillus anthracis str. Sterne YP_037935 Bacillus thuringiensis serovar konkukian str. 97-27 NP_846254 Bacillus anthracis str. Ames YP_020654 Bacillus anthracis str. ‘Ames Ancestor' ZP_00394160 Bacillus anthracis str. A2012 AAP27740
YP_175820 Bacillus clausii KSM-K16 BAD64859 calcium-transporting ATPase/calcium-transporting ATPase
5 NP_243381 Bacillus halodurans C-125 BAB06234 cation-transporting ATPase/cation-transporting ATPase
YP_147017 Geobacillus kaustophilus HTA426 BAD75449 calcium-transporting ATPase/calcium-transporting ATPase
ZP_01188674 Halothermothrix orenii H 168 EAR79800 ATPase, E1-E2 type:Calcium-translocating P-type ATPase, PMCA-type/ATPase, E1-E2 type:Calcium-translocating P-type ATPase, PMCA-type
32 ZP_01188003 Halothermothrix orenii H 168 EAR80330 ATPase, E1-E2 type:Calcium-translocating P-type ATPase, PMCA-type/ATPase, E1-E2 type:Calcium-translocating P-type ATPase, PMCA-type
31 NP_621740 Thermoanaerobacter tengcongensis MB4 AAM23344 Cation transport ATPase/Cation transport ATPases
NP_562118 Clostridium perfringens str. 13 BAB80908 probable calcium-transporting ATPase/probable calcium-transporting ATPase
100 NP_487415 Nostoc sp. PCC 7120 BAB75074 cation-transporting ATPase/cation-transporting ATPase
YP_323894 Anabaena variabilis ATCC 29413 ABA22999 ATPase, E1-E2 type/ATPase, E1-E2 type
3 NP_442673 Synechocystis sp. PCC 6803 BAA10744 cation-transporting ATPase; E1-E2 ATPase/cation-transporting ATPase; E1-E2 ATPase
46 YP_320007 Anabaena variabilis ATCC 29413 ABA24818 ATPase, E1-E2 type/ATPase, E1-E2 type
ZP_00516480 Crocosphaera watsonii WH 8501 EAM50399 Calcium-translocating P-type ATPase, PMCA-type/Calcium-translocating P-type ATPase, PMCA-type
NP_441458 Synechocystis sp. PCC 6803 BAA18138 cation-transporting ATPase; E1-E2 ATPase/cation-transporting ATPase; E1-E2 ATPase
99 100 —YP_475077 Synechococcus sp. JA-3-3Ab ABC99814 calcium-translocating P-type ATPase, PMCA-type/calcium-translocating P-type ATPase, PMCA-type
40 L—YP_477865 Synechococcus sp. JA-2-3B'a(2-13) ABD02602 calcium-translocating P-type ATPase, PMCA-type/calcium-translocating P-type ATPase, PMCA-type
NP_682014 Thermosynechococcus elongatus BP-1 BAC08776 cation-transporting ATPase PacL homolog/tlr1224
20 75 NP_952729 Geobacter sulfurreducens PCA AAR35056 cation-transport ATPase, E1-E2 family/cation-transport ATPase, E1-E2 family
20 I YP_522926 Rhodoferax ferrireducens DSM 15236 ABD69395 ATPase, E1-E2 type/ATPase, E1-E2 type
[ ZP_00512389 Chlorobium limicola DSM 245 EAM42966 Cation transporting ATPase, N-terminal:Haloacid dehalogenase-like hydrolase:Cation transporting ATPase, C-terminal:E1-E2 ATPase-associated region/Cation transporting ATPase, N-terminal:Haloacid dehalog
40 YP_076442 Symbiobacterium thermophilum IAM 14863 BAD41598 cation-transporting ATPase/cation-transporting ATPase
— 1 ZP_00778571 Thermoanaerobacter ethanolicus ATCC 33223 EAO64879 ATPase, E1-E2 type:Calcium-translocating P-type ATPase, PMCA-type/ATPase, E1-E2 type:Calcium-translocating P-type ATPase, PMCA-type
99 ~ZP_00047219 Lactobacillus gasseri COG0474: Cation transport ATPase
6*_ENP_965536 Lactobacillus johnsonii NCC 533 AAS09502 cation-transporting ATPase/cation-transporting ATPase
100 YP_193435 Lactobacillus acidophilus NCFM AAV42404 cation-transporting P-type ATPase/cation-transporting P-type ATPase
67 7P 00387841 Lactobacillus delbrueckii subsp. bulgaricus ATCC BAA-365 COG0474: Cation transport ATPase
YP_396182 Lactobacillus sakei subsp. sakei 23K CAI55875 Putative calcium-transporting P-type ATPase/Putative calcium-transporting P-type ATPase
2] ZP_00322943 Pediococcus pentosaceus ATCC 25745 COG0474: Cation transport ATPase
8 ZP_00389267 Streptococcus thermophilus LMD-9 COG0474: Cation transport ATPase
100 6 IYP_141513 Streptococcus thermophilus CNRZ1066 AAV62698 calcium transporter P-type ATPase/calcium transporter P-type ATPase
14 5 YP_139603 Streptococcus thermophilus LMG 18311 AAV60788 Ca2+, Mn2+-P-type ATPase/Ca2+, Mn2+-P-type ATPase
ZP_00787926 Streptococcus agalactiae CJB111 NP_687544 Streptococcus agalactiae 2603V/R NP_735024 Streptococcus agalactiae NEM316 ZP_00780372 Streptococcus agalactiae 18RS21 YP_329296 Streptococcus agalactiae A909 ZP_00785653 Streptococcus aga
YP_279964 Streptococcus pyogenes MGAS6180 YP_059855 Streptococcus pyogenes MGAS10394 AAT86672 AAX71609 Streptococcus pyogenes MGAS6180 calcium-transporting ATPase/Calcium-transporting ATPase /Calcium-transporting ATPase /calcium-transporting ATPa
100 ZP_00875205 Streptococcus suis 89/1591 EAP40623 Cation transporting ATPase, N-terminal:Haloacid dehalogenase-like hydrolase:Cation transporting ATPase, C-terminal:E1-E2 ATPase-associated region /Cation transporting ATPase, N-terminal:Haloacid dehalog
1 ZP_00404370 Streptococcus pneumoniae TIGR4 NP_345998 NP_359003 Streptococcus pneumoniae R6 AAK75638 Streptococcus pneumoniae TIGR4 AAL00214 Streptococcus pneumoniae R6 COGO0474: Cation transport ATPase/cation-transporting ATPase, E1-E2 family /P
72 ZP_01200081 Xanthobacter autotrophicus Py2 EAS14143 ATPase, E1-E2 type/ATPase, E1-E2 type
99 |_|:ZP 01045925 Nitrobacter sp. Nb-311A EAQ36009 Cation-transporting ATPase/Cation-transporting ATPase
1( 54 L P 633485 Methanosarcina mazei Go1 AAM31157 Cation-transporting ATPase/Cation-transporting ATPase
92 YP_466384 Anaeromyxobacter dehalogenans 2CP-C ABC82947 Cation transport ATPase, E1-E2 type/Cation transport ATPase, E1-E2 type
ZP_00503320 Polaromonas sp. JS666 EAM40863 Cation transporting ATPase, N-terminal:Haloacid dehalogenase-like hydrolase:Cation transporting ATPase, C-terminal:E1-E2 ATPase-associated region/Cation transporting ATPase, N-terminal:Haloacid dehalogenas
8 NP_618950 Methanosarcina acetivorans C2A AAM07430 cation-transporting ATPase/cation-transporting ATPase
@P_GSZSSQ Methanosarcina mazei Go1 AAM30531 Cation-transporting ATPase/Cation-transporting ATPase
100 YP_304062 Methanosarcina barkeri str. fusaro AAZ69482 cation-transporting ATPase/cation-transporting ATPase
12 NP_634565 Methanosarcina mazei Go1 AAM32237 Cation-transporting ATPase/Cation-transporting ATPase
— ZP_00530774 Chlorobium phaeobacteroides BS1 EAM64818 Cation transporting ATPase, N-terminal:Haloacid dehalogenase-like hydrolase:Cation transporting ATPase, C-terminal:E1-E2 ATPase-associated region/Cation transporting ATPase, N-terminal:Haloacid deh
5 ZP_00665158 Syntrophobacter fumaroxidans MPOB EAO22272 Cation transporting ATPase, N-terminal:Haloacid dehalogenase-like hydrolase:Cation transporting ATPase, C-terminal:E1-E2 ATPase-associated region/Cation transporting ATPase, N-terminal:Haloacid d
100 ZP_00676251 Pelobacter propionicus DSM 2379 EAO38461 Cation transporting ATPase, N-terminal:Haloacid dehalogenase-like hydrolase:Cation transporting ATPase, C-terminal:E1-E2 ATPase-associated region/Cation transporting ATPase, N-terminal:Haloacid deh
92 YP_462855 Syntrophus aciditrophicus SB ABC78687 calcium-transporting ATPase/calcium-transporting ATPase
100 YP_477011 Synechococcus sp. JA-2-3B'a(2-13) ABD01748 cation transporter, P-type ATPase family/cation transporter, P-type ATPase family
33 100 YP_476125 Synechococcus sp. JA-3-3Ab ABD00862 cation transporter, P-type ATPase family/cation transporter, P-type ATPase family
— 98 YP_324058 Anabaena variabilis ATCC 29413 ABA23163 ATPase, E1-E2 type/ATPase, E1-E2 type
26 ZP_00865176 Alkalilimnicola ehrlichei MLHE-1 EAP35003 ATPase, E1-E2 type/ATPase, E1-E2 type
ﬂq YP_157146 Azoarcus sp. EbN1 CAI06245 putative cation-transporting P-type ATPase/putative cation-transporting P-type ATPase
43| 84 ZP_00816619 Marinobacter aquaeolei VT8 EAP00275 ATPase, E1-E2 type/ATPase, E1-E2 type
100 ZP_00531452 Chlorobium phaeobacteroides BS1 EAM64152 Cation transporting ATPase, N-terminal:Haloacid dehalogenase-like hydrolase:Cation transporting ATPase, C-terminal:E1-E2 ATPase-associated region/Cation transporting ATPase, N-terminal:Haloacid deh
|—ZP 00592396 Prosthecochloris aestuarii DSM 271 EAN22432 Cation transporting ATPase, N-terminal:Haloacid dehalogenase-like hydrolase:Cation transporting ATPase, C-terminal:E1-E2 ATPase-associated region/Cation transporting ATPase, N-terminal:Haloacid
100 YP_124675 Legionella pneumophila str. Paris CAH13517 hypothetical protein Ipp2364/hypothetical protein
ZP_01031943 root COGO0474: Cation transport ATPase
100 I XP_503736 Yarrowia lipolytica CLIB122 043108 Yarrowia lipolytica AAC03419 CAG79326 Yarrowia lipolytica CLIB122 YISCA1/ATC1_YARLI Calcium-transporting ATPase 1 (P-type calcium ATPase) /P-type calcium ATPase /YISCA1
L XP_460949 Debaryomyces hansenii CBS767 CAG89307 hypothetical protein DEHAOF14619g/unnamed protein product
100 —YP_213715 Bacteroides fragilis NCTC 9343 YP_101620 Bacteroides fragilis YCH46 BAD51086 CAH09823 Bacteroides fragilis NCTC 9343 putative transmembrane calcium-transporting ATPase/putative calcium-transporting ATPase /putative calcium-transporting
100 | LNP_811454 Bacteroides thetaiotaomicron VPI-5482 AAO77648 putative calcium-transporting ATPase/putative calcium-transporting ATPase
L ZP_00111317 Nostoc punctiforme PCC 73102 COGO0474: Cation transport ATPase
gnl|CMER|CMQ379C_calcium-transporting_ATPase,_plasma_membrane_type
XP_816213 Trypanosoma cruzi strain CL Brener EAN94362 Trypanosoma cruzi calcium-transporting ATPase/calcium-transporting ATPase, putative
CAJ07025 Leishmania major vacuolar-type Ca2+-ATPase, putative
100 |--CAJO7O27 Leishmania major vacuolar-type Ca2+-ATPase, putative
¥ XP_817343 Trypanosoma cruzi strain CL Brener XP_821271 EAN95492 Trypanosoma cruzi EAN99420 vacuolar-type Ca2+-ATPase/vacuolar-type Ca2+-ATPase /vacuolar-type Ca2+-ATPase, putative /vacuolar-type Ca2+-ATPase, putative
67 P4 100 ——XP_824525 Trypanosoma brucei TREU927 AAX70320 Trypanosoma brucei AAZ12887 vacuolar-type Ca2+-ATPase/vacuolar-type Ca2+-ATPase, putative /vacuolar-type Ca2+-ATPase, putative
&TP_;‘Wiypanosoma brucei TREU927 AAP30858 Trypanosoma brucei AAX70324 AAZ12891 vacuolar-type Ca2+-ATPase 2/vacuolar-type Ca2+-ATPase /vacuolar-type Ca2+-ATPase 2 /vacuolar-type Ca2+-ATPase 2
10%P_824527 Trypanosoma brucei TREU927 AAX70322 Trypanosoma brucei AAZ12889 vacuolar-type Ca2+-ATPase 1/vacuolar-type Ca2+-ATPase 1 /vacuolar-type Ca2+-ATPase 1
AAL55433 Trypanosoma brucei AAL55434 AAP46286 vacuolar-type Ca2+-ATPase/vacuolar-type Ca2+-ATPase /vacuolar-type Ca2+-ATPase
7 XP_752453 Aspergillus fumigatus Af293 EAL90415 P-type calcium ATPase/P-type calcium ATPase, putative
ilq_—XP7658798 Aspergillus nidulans FGSC A4 EAA66307 hypothetical protein AN1189.2/hypothetical protein AN1189.2
32 99 BAE64127 Asperqillus oryzae unnamed protein product
- 51 XP_662692 Aspergillus nidulans FGSC A4 EAA60183 hypothetical protein AN5088.2/hypothetical protein AN5088.2
100 ——XP_387694 Gibberella zeae PH-1 EAA76866 hypothetical protein FG07518.1/hypothetical protein FG07518.1
61 L __XP 368067 Magnaporthe grisea 70-15 hypothetical protein MG07971.4
XP_754550 Aspergillus fumigatus Af293 EAL92512 calcium-translocating P-type ATPase(PMCA-type,/calcium-translocating P-type ATPase(PMCA-type),putative
93 87 XP_681668 Aspergillus nidulans FGSC A4 EAA67021 hypothetical protein AN8399.2/hypothetical protein AN8399.2
ob i|_—|:xpj46828 Aspergillus fumigatus Af293 EAL84790 calcium-transporting ATPase 1/Calcium-transporting ATPase 1 (PMC1), putative
1 BAE55816 Aspergillus oryzae unnamed protein product
5 XP_324093 Neurospora crassa N150 XP_960371 CAB65293 Neurospora crassa EAA31135 CAE85558 P-type ATPase/calcium P-type ATPase /putative calcium P-type ATPase /hypothetical protein ( (AJ243515) putative calcium P-type ATPase /putative calcium P-type A
@89691 Gibberella zeae PH-1 EAA75993 hypothetical protein FG09515.1/hypothetical protein FG09515.1
L XP_365785 Magnaporthe grisea 70-15 hypothetical protein MG02487.4
26 2= 100 XP_359887 Magnaporthe grisea 70-15 hypothetical protein MG04890.4
57 XP_381372 Gibberella zeae PH-1 EAA67660 hypothetical protein FG01196.1/hypothetical protein FG01196.1
1 _|7q:EA091884 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_00119
XP_956652 Neurospora crassa N150 XP_324511 CAB65294 Neurospora crassa CAD70559 EAA27416 hypothetical protein ( (AJ243516) calcium P-type ATPase/calcium P-type ATPase /putative calcium P-type ATPase /putative calcium p-type ATPase NCA-3 /hypothetica
NP_593890 Schizosaccharomyces pombe 972h- CAC21470 Schizosaccharomyces pombe hypothetical protein SPAPB2B4.04¢c/SPAPB2B4.04c
96 100 ,—XP 759617 Ustilago maydis 521 EAK84608 hypothetical protein UM03470.1/hypothetical protein UM03470.1
EAL21227 Cryptococcus neoformans var. neoformans B-3501A hypothetical protein CNBD2820
l XP_382576 Gibberella zeae PH-1 EAA67240 ABB90287 Gibberella zeae hypothetical protein FG02400.1/hypothetical protein FG02400.1 /Ca2+ ATPase
D 90 XP_456724 Debaryomyces hansenii CBS767 CAG84683 hypothetical protein DEHAOA09295g/unnamed protein product
100 ﬂmﬂ% Candida albicans SC5314 XP_721678 EAL02888 EAL03016 hypothetical protein CaO19_1727/hypothetical protein CaO19_9295 /hypothetical protein Ca019.9295 /hypothetical protein Ca019.1727
65 XP_444795 Candida glabrata CBS 138 CAG57686 hypothetical protein CAGLOA00517g/unnamed protein product
_@1391 Kluyveromyces lactis NRRL Y-1140 CAH02979 unnamed protein product/unnamed protein product
NP_985537 Eremothecium gossypii AAS53361 Ashbya gossypii ATCC 10895 AFLO11Wp/AFLO11Wp
100 1XP_642164 Dictyostelium discoideum AX4 EAL68103 Dictyostelium discoideum Ca2+-ATPase/P-type ATPase
LP54678 Dictyostelium discoideum CAA61551 ATC1_DICDI Probable calcium-transporting ATPase PAT1/PAT1 protein
100 EAR99066 Tetrahymena thermophila SB210 calcium-translocating P-type ATPase, PMCA-type family protein
ﬁ' L _FEAR95699 Tetrahymena thermophila SB210 calcium-translocating P-type ATPase, PMCA-type family protein
AARB85356 Sterkiella histriomuscorum Ca++-ATPase
4] 96 EAS06710 Tetrahymena thermophila SB210 calcium-translocating P-type ATPase, PMCA-type family protein
67 99-CAI38982 Paramecium tetraurelia PMCA9
— 100 CAI38976 Paramecium tetraurelia PMCA8
84 CAI38980 Paramecium tetraurelia CAl44451 PMCA7/PMCA21
100 rCAl44455 Paramecium tetraurelia PMCA12
ICAI38977 Paramecium tetraurelia PMCA5
84\P_500294 Caenorhabditis elegans NP_741352 NP_001023556 AAK68550 AAK68551 AAM97979 Membrane Calcium ATPase family member (mca-3)/Membrane Calcium ATPase family member (mca-3) /Membrane Calcium ATPase family member (mca-3) /Membrane calcium atpase pro
45 ﬂ[f\‘CAAOQSOS Caenorhabditis elegans calcium ATPase
| 89 CAE59888 Caenorhabditis briggsae Hypothetical protein CBG03371
NP_500161 Caenorhabditis elegans CAA09308 AAD12806 R05C11.3/calcium ATPase /Hypothetical protein RO5C11.3
I:CAE74692 Caenorhabditis briggsae Hypothetical protein CBG22506
100 NP_001023426 Caenorhabditis elegans NP_001023427 NP_501709 T26294 CAA11491 CAA92495 CAB61039 CAD59229 AAR00671 AAR00672 Membrane Calcium ATPase family member (mca-1)/Membrane Calcium ATPase family member (mca-1) /Membrane Calcium ATPase family member
CAE72793 Caenorhabditis briggsae Hypothetical protein CBG20066
6 AAR13013 Stylophora pistillata plasma membrane calcium ATPase
NP 001028822 Strongylocentrotus purpuratus AAY79170 sperm plasma membrane calcium transporting ATPase/sperm plasma membrane calcium transporting ATPase
100 XP_855833 Canis familiaris XP_855748 XP_848332 XP_536090 XP_855913 PREDICTED: similar to Plasma membrane calcium-transporting ATPase 4 (PMCA4) (Plasma membrane calcium pump isoform 4) (Plasma membrane calcium ATPase isoform 4) isoform 4/PREDICTED: si
NP_001005871 Rattus norvegicus Q64542 AAA81008 AAA81005 AAA81006 AAA81007 plasma membrane calcium ATPase 4/AT2B4_RAT Plasma membrane calcium-transporting ATPase 4 (PMCA4) (Plasma membrane calcium pump isoform 4) (Plasma membrane calcium ATPase isofor
NP_998781 Mus musculus AAT01506 AAI09174 AAI09173 plasma membrane calcium ATPase 4/plasma membrane Ca++ transporting ATPase 4 splice variant b; PMCA4b /Atp2b4 protein /Atp2b4 protein
P_001675 Homo sapiens NP_001001396 P23634 AAA50819 AAA36455 CAD97686 CAH18241 CAI17025 CAI17026 plasma membrane calcium ATPase 4 isoform 4b/plasma membrane calcium ATPase 4 isoform 4a /AT2B4_HUMAN Plasma membrane calcium-transporting ATPase 4 (PMCA4
NP_001028098 Macaca mulatta AAX23599 ATP2B4 protein/ATP2B4
XP 418055 Gallus gallus PREDICTED: similar to Plasma membrane calcium-transporting ATPase 4 (PMCA4) (Plasma membrane calcium pump isoform 4) (Plasma membrane calcium ATPase isoform 4)
81 XP_708665 Danio rerio XP_708672 XP_708662 XP_708671 XP_708670 PREDICTED: similar to plasma membrane calcium ATPase 1 isoform 5/PREDICTED: similar to plasma membrane calcium ATPase 1 isoform 12 /PREDICTED: similar to plasma membrane calcium ATPase 1 i
CAI20584 Danio rerio novel protein similar to vertebrate ATPase Ca++ transporting plasma membrane family
4pXP_860643 Canis familiaris PREDICTED: similar to plasma membrane calcium ATPase 2 isoform b isoform 14
48 XP_860316 Canis familiaris PREDICTED: similar to Plasma membrane calcium-transporting ATPase 2 (PMCA2) (Plasma membrane calcium pump isoform 2) (Plasma membrane calcium ATPase isoform 2) isoform 4
XP_860582 Canis familiaris PREDICTED: similar to Plasma membrane calcium-transporting ATPase 2 (PMCA2) (Plasma membrane calcium pump isoform 2) (Plasma membrane calcium ATPase isoform 2) isoform 12
Sy p 860677 Canis familiaris PREDICTED: similar to Plasma membrane calcium-transporting ATPase 2 (PMCA2) (Plasma membrane calcium pump isoform 2) (Plasma membrane calcium ATPase isoform 2) isoform 15
XP_860545 Canis familiaris PREDICTED: similar to plasma membrane calcium ATPase 2 isoform b isoform 11
100 XP_860345 Canis familiaris PREDICTED: similar to plasma membrane calcium ATPase 2 isoform b isoform 5
XP_861223 Canis familiaris XP_860904 XP_861163 XP_533742 XP_860276 XP_861393 XP_860871 XP_860996 NP_001001331 Homo sapiens XP_861134 Canis familiaris XP_861334 XP_850399 Q01814 Homo sapiens S22393 AAA36456 CAA45131 BAE06090 PREDICTED: similar t
P_865557 Canis familiaris XP_865786 XP_865643 XP_865573 NP_777121 Bos taurus XP_865502 Canis familiaris AAK69626 Bos taurus PREDICTED: similar to plasma membrane calcium ATPase 1 isoform 1a isoform 14/PREDICTED: similar to plasma membrane calc
[1] 3 Q00804 Oryctolagus cuniculus CAA41792 AT2B1_RABIT Plasma membrane calcium-transporting ATPase 1 (PMCAT1) (Plasma membrane calcium pump isoform 1)/Ca2+/Mg2+ ATPase
2N P 001001323 Homo sapiens NP_999517 Sus scrofa NP_001673 Homo sapiens A30802 P23220 Sus scrofa P20020 Homo sapiens CAA37536 Sus scrofa AAA35999 Homo sapiens AAA74511 plasma membrane calcium ATPase 1 isoform 1a/plasma membrane Ca2+ pump (P
’ XP_416133 Gallus gallus PREDICTED: similar to Plasma membrane calcium-transporting ATPase 1 (PMCA1) (Plasma membrane calcium pump isoform 1) (Plasma membrane calcium ATPase isoform 1)
it 'NP_080758 Mus musculus NP_445763 Rattus norvegicus P11505 AAA73898 plasma membrane calcium ATPase 1/plasma membrane calcium ATPase 1 /AT2B1_RAT Plasma membrane calcium-transporting ATPase 1 (PMCAT1) (Plasma membrane calcium pump isoform 1) (Plasma m
AAH77905 Xenopus laevis Atp2b3-prov protein
AAK11273 Rana catesbeiana PMCA2av
CAGO08760 Tetraodon nigroviridis unnamed protein product
XP_686848 Danio rerio PREDICTED: similar to plasma membrane calcium ATPase 3
3 AAR28532 Procambarus clarkii plasma membrane calcium ATPase PMCA3
P58165 Oreochromis mossambicus AAK15034 AT2B2_OREMO Plasma membrane calcium-transporting ATPase 2 (PMCAZ2) (Plasma membrane calcium pump isoform 2) (Plasma membrane calcium ATPase isoform 2)/plasma membrane calcium ATPase
XP_866972 Canis familiaris XP_867060 XP_867269 XP_867020 XP_867152 XP_867209 XP_867106 XP_867188 XP_867258 XP_867250 XP_867280 XP_867073 XP_853260 XP_867239 XP_867221 PREDICTED: similar to plasma membrane calcium ATPase 3 isoform 8/PREDICTED: similar
5 P_867004 Canis familiaris PREDICTED: similar to plasma membrane calcium ATPase 3 isoform 11
XP_867030 Canis familiaris PREDICTED: similar to plasma membrane calcium ATPase 3 isoform 14
BYIXP_866964 Canis familiaris PREDICTED: similar to plasma membrane calcium ATPase 3 isoform 7
XP_866995 Canis familiaris PREDICTED: similar to plasma membrane calcium ATPase 3 isoform 10
XP_343840 Rattus norvegicus NP_068768 Homo sapiens NP_001001344 NP_796210 Mus musculus Q64568 Rattus norvegicus Q16720 Homo sapiens AAAB9667 Rattus norvegicus AAB09762 Homo sapiens AAB38530 BAC27813 Mus musculus PREDICTED: plasma membra
XP_648566 Entamoeba histolytica HM-1:IMSS EAL43182 Plasma membrane calcium-transporting ATPase/Plasma membrane calcium-transporting ATPase, putative
100 10ﬁ7654364 Entamoeba histolytica HM-1:IMSS EAL48978 Plasma membrane calcium-transporting ATPase/Plasma membrane calcium-transporting ATPase, putative
o8 100 AAC28745 Entamoeba histolytica putative plasma membrane calcium ion-transporting ATPase
[ | |—XP 653525 Entamoeba histolytica HM-1:IMSS EAL48139 Plasma membrane calcium-transporting ATPase/Plasma membrane calcium-transporting ATPase, putative
XP_770512 Giardia lamblia ATCC 50803 EAA40340 plasma membrane calcium ion-transporting ATPase/GLP_22_15996_19283
XP_636219 Dictyostelium discoideum AX4 EAL62716 Dictyostelium discoideum hypothetical protein DDB0188438/hypothetical protein DDB0188438
100 2572_Cre
5 98 2876_Cre
|2 "
1341_Cre
2689 Cre
100 Smo_ACA9_3_2
4 i':rs.no_ACAg_szj
— Ppa_ACA9 52 1
99 ~AT4G37640 = NP_195479 081108 AAC26997 CAB38303 CAB80429 AAL32562 AAQ89614 ACA2 (CALCIUM ATPASE 2); calmodulin binding/ACA2_ARATH Calcium-transporting ATPase 2, plasma membrane-type (Ca(2+)-ATPase isoform 2) /plasma membrane-type calcium ATPase /plas
56 3 AT2G22950 = NP_179879 064806 AAM15005 calcium-transporting ATPase/calmodulin binding /ACA7_ARATH Putative calcium-transporting ATPase 7, plasma membrane-type (Ca(2+)-ATPase isoform 7)/putative Ca2+-ATPase
| 5 AAG28436 Glycine max plasma membrane Ca2+-ATPase
87—AAM44081 Medicago truncatula type 11B calcium ATPase MCA5
AAG28435 Glycine max plasma membrane Ca2+-ATPase
99 100 [AT1G27770 = NP_849716 Q37145 AAF24958 AAG50579 ACAT1; calcium-transporting ATPase/calmodulin binding /ACA1_ARATH Calcium-transporting ATPase 1, plasma membrane-type (Ca(2+)-ATPase isoform 1) (Plastid envelope ATPase 1)/T22C5.23 /envelope Ca2+-ATPase
q AAD10211 Arabidopsis thaliana AAD10212 envelope Ca2+-ATPase/envelope Ca2+-ATPase
m 43 ABA99736 Oryza sativa (japonica cultivar-group) calcium-translocating P-type ATPase, PMCA-type
| AAT81659 Oryza sativa (japonica cultivar-group) putative ATPase
77 AAL73984 Medicago truncatula type IIB calcium ATPase
4 AAL17949 Medicago truncatula type |IB calcium ATPase
94;AT3G57330 = NP_191292 Q9M2L4 CAB68139 calcium-transporting ATPase/calmodulin binding /ACA11_ARATH Putative calcium-transporting ATPase 11, plasma membrane-type (Ca(2+)-ATPase isoform 11)/Ca2+-transporting ATPase-like protein
CAA68234 Brassica oleracea calmodulin-stimulated calcium-ATPase
96 AT2G41560 = NP_181687 022218 AAB84338 AAG35585 ACA4 (AUTO-INHIBITED CA(2+)-ATPASE, ISOFORM 4); calcium-transporting ATPase/calmodulin binding /ACA4_ARATH Calcium-transporting ATPase 4, plasma membrane-type (Ca(2+)-ATPase isoform 4)/putative Ca2+-ATP
ABA91401 Oryza sativa (japonica cultivar-group) calcium-translocating P-type ATPase, PMCA-type
ABA95758 Oryza sativa (japonica cultivar-group) calcium-translocating P-type ATPase, PMCA-type
AAU44048 Oryza sativa (japonica cultivar-group) putative P-type ATPase
NP_914978 Oryza sativa (japonica cultivar-group) BAB89725 BAB90248 putative type 1I1B calcium ATPase/putative type IIB calcium ATPase /putative type 1B calcium ATPase
91 100 Smo_ACA9_3_1
LSmo_ACA9 32 2
100 Smo_ACA9 24 1
Smo_ACA9_42_1
Ppa_ACA9_47_1
7 AAL17950 Medicago truncatula type 1B calcium ATPase
100

0.100

AT3G63380 = NP_191897 Q9LY77 CAB87791 BAC41935 AA064912 calcium-transporting ATPase/calmodulin binding /ACA12_ARATH Putative calcium-transporting ATPase 12, plasma membrane-type (Ca(2+)-ATPase isoform 12)/Ca2+-transporting ATPase-like protein /putat
AT3G22910 = NP_188931 Q9LIK7 BAB03036 calcium-transporting ATPase/calmodulin binding /ACA13_ARATH Putative calcium-transporting ATPase 13, plasma membrane-type (Ca(2+)-ATPase isoform 13)/Ca2+-transporting ATPase-like protein
NP_921498 Oryza sativa (japonica cultivar-group) AAM08790 Oryza sativa AAP53785 Oryza sativa (japonica cultivar-group) putative calcium-transporting ATPase/Putative calcium-transporting ATPase /calcium-translocating P-type ATPase, PMCA-type

AAP92715 Ceratopteris richardii calcium-transporting ATPase 1

Ppa_ACA9_45_1 CAD21958 Physcomitrella patens CAD67616 putative plasma membrane calcium-transporting ATPase/calcium-dependent ATPase
Ppa_ACA9_58_1 CAD67615 Physcomitrella patens putative P-type Il calcium ATPase

Smo_ACA9 29 2 —Smo_ACA9 59 1
{Smo_ACA9_11_1
Lsmo_ACA9 35 1

AT5G53010 = NP_200113 BAA97141 calcium-transporting ATPase/calmodulin binding /Ca2+-transporting ATPase-like protein

AT5G57110 = NP_851200 NP_200521 Q9LF79 BAA97361 CAB96189 AAL47426 ACA8 (AUTOINHIBITED CA2+ -ATPASE, ISOFORM 8); calcium-transporting ATPase/calmodulin binding /ACA8 (AUTOINHIBITED CA2+ -ATPASE, ISOFORM 8); calmodulin binding /ACA8_ARATH Calcium-tran
AT4G29900 = NP_194719 Q9SZR1 T08551 CAB43665 CAB79748 ACA10; calcium-transporting ATPase/calmodulin binding /ACA10_ARATH Putative calcium-transporting ATPase 10, plasma membrane-type (Ca(2+)-ATPase isoform 10)/T08551 Ca2+-transporting ATPase homolog

XP_483341 Oryza sativa (japonica cultivar-group) BAD09972 BAD09994 putative calcium-transporting ATPase 8, plasma membrane-type/putative calcium-transporting ATPase 8, plasma membrane-type /putative calcium-transporting ATPase 8, plasma membrane-type

XP_473800 Oryza sativa (japonica cultivar-group) CAD41784 CAE03884 OSJNBb0015N08.12/0SJNBa0035M09.2 /OSJNBb0015N08.12

BAD27978 Oryza sativa (japonica cultivar-group) putative calcium-transporting ATPase

AT3G21180 = NP_188755 Q9LU41 BAB01709 ACAJ9; calcium-transporting ATPase/calmodulin binding /ACA9_ARATH Putative calcium-transporting ATPase 9, plasma membrane-type (Ca(2+)-ATPase isoform 9)/Ca2+-transporting ATPase




