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100 rAAK00628 Homo sapiens AAK00629 ninein isotype 1/ninein isotype 2
ttiP_891 989 Homo sapiens NP_891991 NP_057434 Q8N4C6 AAG33512 AAF23015 AAU86898 AAH90932 ninein isoform 1/ninein isoform 5 /n
XP_509942 Pan troglodytes PREDICTED: similar to KIAA1565 protein
27 100 r—NP_524061 Drosophila melanogaster P13496 AAF49788 AAM48406 Glued CG9206-PA/DYNA_DROME 150 kDa dynein-associated polypeptid
L_EAL31122 Drosophila pseudoobscura GA21612-PA
20 XP_821826 Trypanosoma cruzi strain CL Brener EAN99975 Trypanosoma cruzi antigenic protein/antigenic protein, putative
33 29 6 8NB25 Homo sapiens BAC03719 CAI20344 CAI40383 CAI42604 CF060_HUMAN Hypothetical protein C6orf60/unnamed protein product /c
5 P_078857 Homo sapiens AAH60769 hypothetical protein LOC79632/Hypothetical protein LOC79632
100 CAE45844 Homo sapiens hypothetical protein
AD98058 Homo sapiens hypothetical protein
l)\(1P_527491 Pan troglodytes PREDICTED: similar to chromosome 6 open reading frame 60
AAB50267 Mus musculus proto-oncogene, FL isoform
ZP_00874910 Streptococcus suis 89/1591 EAP40935 Surface protein from Gram-positive cocci, anchor region /Surface protein f
100 T2G34900 = NP_181036 NP_973602 AA022056 IMB1 (IMBIBITION-INDUCIBLE 1); DNA binding/IMB1 (IMBIBITION-INDUCIBLE 1); DNA bi
8 BAD95432 Arabidopsis thaliana RING3 protein-like
100 BAD68656 Oryza sativa (japonica cultivar-group) BAD68476 DNA-binding bromodomain-containing protein-like/DNA-binding bromo
60 AT3G52280 = NP_190796 Q9FT54 CAC07919 DNA binding/GTE6_ARATH Transcription factor GTE6 (GENERAL TRANSCRIPTION FACTOR GROU
100 Ppa_AT5G40600970759942_1
98 Ppa_AT5G40600_1_1
59 100 NP_913322 Oryza sativa (japonica cultivar-group) putative PSTVd RNA-biding protein
] _|_—AT1G73150 = NP_177458 AAD55662 AAG52122 AAV84477 DNA binding/Highly similar to non intermediate filament IFA binding prot
NP_511078 Drosophila melanogaster P13709 AAA28540 AAF46312 female sterile (1) homoeotic CG2252-PB, isoform B/FSH_DROME Hom
99

AAH76786 Xenopus laevis Brd4-prov protein
69 90 CAF92198 Tetraodon nigroviridis unnamed protein product

XP_699132 Danio rerio PREDICTED: similar to R31546_1

«XP_880752 Bos taurus XP_880679 XP_879675 XP_880015 XP_869981 XP_880089 XP_880177 PREDICTED: similar to bromodomain-contain
00XP_866195 Canis familiaris XP_866354 XP_866208 NP_490597 Homo sapiens XP_541985 Canis familiaris NP_055114 Homo sapien

XP_343176 Rattus norvegicus NP_065254 Mus musculus Q9ESU6 AAG02191 AAL67833 BAE27987 PREDICTED: similar to R31546_1/brom

100 I AT3G27420 = NP_566817 AAL62425 AAN72182 unknown protein/unknown protein /unknown protein
L—AAZ52764 Arabidopsis thaliana hypothetical protein At5g40600
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