
AT5G08130 = NP_196430 Q9LEZ3 CAB93714 BIM1; DNA binding/transcription factor /BIM1_ARATH Transcription factor BIM1 (BES1-interacting Myc-like protein 1) (Transcription factor EN 126) (AtbHLH 46)/myc-like protein
XP_483085 Oryza sativa (japonica cultivar-group) BAD09664 bHLH protein family-like/bHLH protein family-like

BAD34354 Oryza sativa (japonica cultivar-group) BAD46373 bHLH protein family-like/bHLH protein family-like
XP_467577 Oryza sativa (japonica cultivar-group) BAD16085 bHLH protein-like/bHLH protein-like

AT1G69010 = NP_177064 Q9CAA4 AAG51594 AAM63847 AAN86185 DNA binding/transcription factor /BIM2_ARATH Putative transcription factor BIM2 (BES1-interacting Myc-like protein 2) (Transcription factor EN 125) (AtbHLH 102)/putative DNA-binding protein /pu
AT5G38860 = NP_198702 Q9FMB6 BAB08642 AAS79561 CAG25872 DNA binding/transcription factor /BIM3_ARATH Putative transcription factor BIM3 (BES1-interacting Myc-like protein 3) (Transcription factor EN 127) (AtbHLH 141)/DNA-binding protein-like /basic

Smo_BIM1_23_1 Smo_BIM1_22_2
Ppa_BIM1_2_1

Ppa_BIM1_3_1
Ppa_BIM1_1_1

11911_Cre BAD44756 Chlamydomonas reinhardtii NSG17 protein
AT5G67110 = NP_201512 BAB10945 AAM61195 BAD43719 ALC (ALCATRAZ); DNA binding/transcription factor /unnamed protein product /unknown /putative bHLH transcription factor (bHLH073/ALCATRAZ)

AT4G00050 = NP_191916 AAM10933 BAC41905 DNA binding/transcription factor /putative bHLH transcription factor /putative bHLH transcription factor bHLH016
BAD67851 Oryza sativa (japonica cultivar-group) basic helix-loop-helix protein SPATULA-like

AAK98706 Oryza sativa (japonica cultivar-group) Putative SPATULA
AT4G36930 = NP_568010 Q9FUA4 CAB16798 CAB80359 AAG33640 SPT (SPATULA); DNA binding/transcription factor /SPT_ARATH Protein SPATULA/putative protein /putative protein /SPATULA

AAV33474 Fragaria x ananassa basic helix-loop-helix protein
AAT77368 Oryza sativa (japonica cultivar-group) AAU10768 hypothetical protein/hypothetical protein
BAD81566 Oryza sativa (japonica cultivar-group) putative BP-5 protein
AT1G09530 = NP_172424 NP_849626 O80536 AAC33213 AAC95156 AAC99771 AAL55715 BAC41930 PIF3 (PHYTOCHROME INTERACTING FACTOR 3); DNA binding/transcription factor/transcription regulator /PIF3 (PHYTOCHROME INTERACTING FACTOR 3); DNA binding /transcriptio

ABD33186 Medicago truncatula Basic helix-loop-helix dimerisation region bHLH
AT2G20180 = NP_849996 NP_179608 AAD24380 AAN78308 BAC56979 PIL5 (PHYTOCHROME INTERACTING FACTOR 3-LIKE 5); transcription factor/PIL5 (PHYTOCHROME INTERACTING FACTOR 3-LIKE 5); transcription factor /unknown protein /putative bHLH transcription factor

AT3G59060 = NP_191465 NP_001030889 NP_001030890 NP_851021 CAB86934 AAM10954 BAC56978 PIL6 (PHYTOCHROME-INTERACTING FACTOR 5); DNA binding/transcription factor /PIL6 (PHYTOCHROME-INTERACTING FACTOR 5); DNA binding /transcription factor /PIL6 (PHYTOCH
AT2G43010 = NP_565991 NP_850381 Q8W2F3 AAL55716 CAD29449 PIF4 (PHYTOCHROME INTERACTING FACTOR 4); DNA binding/transcription factor /PIF4 (PHYTOCHROME INTERACTING FACTOR 4); DNA binding /transcription factor /PIF4_ARATH Phytochrome-interacting factor

CAE12173 Arabidopsis thaliana putative bHLH127 transcription factor
ABA99773 Oryza sativa (japonica cultivar-group) hypothetical protein LOC_Os12g40710

AAD23713 Arabidopsis thaliana unknown protein
XP_466283 Oryza sativa (japonica cultivar-group) BAD15821 putative bHLH transcription factor PTF1/putative bHLH transcription factor PTF1

AAO73566 Oryza sativa BAD35275 Oryza sativa (japonica cultivar-group) BAD35276 bHLH transcription factor PTF1/bHLH transcription factor PTF1 /putative bHLH transcription factor PTF1
BAD72512 Oryza sativa (japonica cultivar-group) bHLH transcription factor PTF1-like

AT5G58010 = NP_200609 BAA97525 DNA binding/transcription factor /unnamed protein product
AAM10955 Arabidopsis thaliana putative bHLH transcription factor

AT2G24260 = NP_180003 AAD03387 BAD44133 BAD44153 DNA binding/transcription factor /unknown protein /putative bHLH transcription factor (bHLH066) /putative bHLH transcription factor (bHLH066)
AT4G30980 = NP_194827 CAA18195 CAB79816 AAM10956 DNA binding/transcription factor /putative protein /putative protein /putative bHLH transcription factor

XP_478937 Oryza sativa (japonica cultivar-group) BAC83262 BAD30932 transcription factor (bHLH)-like protein/transcription factor (bHLH)-like protein /transcription factor (bHLH)-like protein
BAE20057 Lilium hybrid division I bHLH transcription factor

AAB72192 Arabidopsis thaliana bHLH protein
AT1G63650 = NP_176552 NP_974080 D96661 Q9CAD0 AAG52418 AAL55709 EGL3 (ENHANCER OF GLABRA3); DNA binding/transcription factor /EGL3 (ENHANCER OF GLABRA3); DNA binding /D96661 probable transcription factor F24D7.16 /EGL1_ARATH Transcription factor EGL

AAG25927 Petunia x hybrida AAG25928 anthocyanin 1/anthocyanin 1
AT5G57150 = NP_974948 NP_974947 BAA97365 AAL24180 ABD19653 DNA binding/DNA binding /unnamed protein product /AT5g57150/MUL3_10 /At5g57150

AT2G28160 = NP_850114 AAC98450 DNA binding/transcription factor /putative bHLH transcription factor
AT4G16430 = NP_193376 CAB10419 CAB78685 AAL16298 AAL15257 AAL55710 AAN73298 DNA binding/transcription factor /transcription factor like protein /transcription factor like protein /AT4g16430/dl4240w /AT4g16430/dl4240w /putative transcription factor B

BAE06713 Ciona intestinalis transcription factor protein
NP_989457 Gallus gallus CAC35015 AAK50343 sterol regulatory element binding transcription factor 1/sterol regulatory element binding protein 1 /sterol regulatory element binding protein 1

XP_864642 Canis familiaris XP_536664 PREDICTED: similar to sterol regulatory element binding transcription factor 1 isoform a isoform 2/PREDICTED: similar to sterol regulatory element binding transcription factor 1 isoform b isoform 1
NP_999322 Sus scrofa AAP74567 AAS18238 sterol regulatory binding transcription factor 1/sterol regulatory binding transcription factor 1 /adipocyte determination and differentiation-dependent factor 1

NP_001005291 Homo sapiens XP_511315 Pan troglodytes NP_004167 Homo sapiens P36956 AAC50051 AAH57388 AAH63281 sterol regulatory element binding transcription factor 1 isoform a/PREDICTED: similar to sterol regulatory element binding transcription
NP_035610 Mus musculus XP_213329 Rattus norvegicus Q9WTN3 Mus musculus PD0035 P56720 Rattus norvegicus A48085 BAA74795 Mus musculus AAG28733 Rattus norvegicus AAG28734 AAH06051 Mus musculus AAK54762 BAC35068 AAH56922 CAI25756 CAI25757 CAI2
Q60416 Cricetulus griseus AAA20085 SRBP1_CRIGR Sterol regulatory element-binding protein 1 (SREBP-1) (Sterol regulatory element-binding transcription factor 1)/sterol regulatory element binding protein-1

XP_792474 Strongylocentrotus purpuratus PREDICTED: similar to Max protein (Myc associated factor X) (Myn protein) (Myc-binding novel HLH/LZ protein)
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