
Ppa_BES1_3_1
Ppa_BES1_6_1

AT1G19350 = NP_973864 NP_973863 NP_973865 NP_564081 Q9LN63 AAF22161 AAF79422 AAL57677 DAA00023 AAM64408 BES1 (BRI1-EMS-SUPPRESSOR 1)/BES1 (BRI1-EMS-SUPPRESSOR 1) /BES1 (BRI1-EMS-SUPPRESSOR 1) /BES1 (BRI1-EMS-SUPPRESSOR 1); transcription regulator /B
AT1G75080 = NP_974145 NP_565099 G96780 Q8S307 AAG51929 AAL57684 AAM10371 AAM18490 AAM64812 BZR1 (BRASSINAZOLE-RESISTANT 1)/BZR1 (BRASSINAZOLE-RESISTANT 1); transcription regulator /G96780 unknown protein F9E10.7 /BZR1_ARATH BRASSINAZOLE-RESISTANT 1

AAK71662 Lycopersicon esculentum mature anther-specific protein LAT61
BAD53662 Oryza sativa (japonica cultivar-group) putative mature anther-specific protein LAT61

BAD27718 Oryza sativa (japonica cultivar-group) putative mature anther-specific protein LAT61
AT1G78700 = NP_565187 Q9ZV88 AAC83038 AAK91446 AAL90992 transcription regulator/BEH4_ARATH BES1/BZR1 homolog protein 4/EST gb|R30300 comes from this gene. /At1g78700/F9K20_26 /At1g78700/F9K20_26

XP_478876 Oryza sativa (japonica cultivar-group) BAC79822 putative mature anther-specific protein LAT61/putative mature anther-specific protein LAT61
Smo_BES1_2_1 Smo_BES1_3_1

AT4G36780 = NP_195396 Q94A43 CAB16821 CAB80344 AAK91411 AAM19873 transcription regulator/BEH2_ARATH BES1/BZR1 homolog protein 2/putative protein /putative protein /AT4g36780/C7A10_580 /AT4g36780/C7A10_580
AT3G50750 = NP_190644 Q9S7F3 CAB42904 CAB62444 AAO00812 AAP13418 transcription regulator/BEH1_ARATH BES1/BZR1 homolog protein 1/putative protein /putative protein /putative protein /At3g50750

Ppa_BES1_1_1 Ppa_BES1_2_1 Ppa_BES1850641154_1
Smo_BES1_1_1 Smo_BES1_4_2

AT4G18890 = NP_193624 O49404 CAA16746 CAB78891 AAM65918 BAC43438 ABD19693 transcription regulator/BEH3_ARATH BES1/BZR1 homolog protein 3/putative protein /putative protein /unknown /unknown protein /At4g18890
NP_913207 Oryza sativa (japonica cultivar-group) BAB33003 P0489A05.26/unknown protein

Smo_BES1_6_1
Smo_BES1_7_1

Smo_BES1_9_1
Ppa_BES1_4_1 Ppa_BES1_5_1

Smo_BES1_8_1 Smo_BES1_5_1
XP_550316 Oryza sativa (japonica cultivar-group) BAD67816 hypothetical protein/hypothetical protein
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BES1 (AT1G19350): global tree
File name: BES1.mltree0.svg
65 aa residues 22 OTU included.
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