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61 | Smo_TIR1_51_1
73 Smo_TIR1_37_1
100 $mo_TIR1_35_1
49 | LSmo_TIR1_33_1
100 fABA91133 Oryza sativa (japonica cultivar-group) F-box family protein AtFBL3, putative
99 77 | L ABA96188 Oryza sativa (japonica cultivar-group) ABA96189 F-box family protein AtFBL3, putative/F-box family protein AtFBL3, putative
59 L AT5G01720 = NP_568094 AAM14053 AAM67471 ubiquitin-protein ligase/putative F-box protein family, AtFBL3 /putative F-box family protein AtFBL3
AT5G27920 = NP_568502 BAC41915 AAO64875 ubiquitin-protein ligase/unknown protein /At5927920
77 Smo_TIR1_17_1
—1 ABA95013 Oryza sativa (japonica cultivar-group) F-box protein family, AtFBL4
100 Smo_TIR1_21_2
32 LSmo_TIR1_4_1
100 rSmo_TIR1_10_1
9 lSmo_TIR1_8_1
100 rSmo_TIR1_6_1
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30 69 AAZB6745 Glycine max coronatine-insensitive 1

AARB82925 Lycopersicon esculentum AAR82926 coronatine-insensitive 1/coronatine-insensitive 1

AT2G39940 = NP_565919 004197 AAB95279 AAC17498 AAK73983 AAM91386 COI1 (CORONATINE INSENSITIVE 1); ubiquitin-protein ligase/COI1_ARATH Coronatine-insensitive protein 1 (F-box/LRR-repeat protein 2) (AtFBL2) (COI-1) (AtCOI1)/coronatine-insensitive 1 (C
5 Ppa_TIR1_8_1

99 I'LPpa_TIR1_2_1

Ppa_TIR1_3_1

NP_915536 Oryza sativa (japonica cultivar-group) AAO38719 BAD81943 AAY41186 P0529E05.15/COI1 /COI1 /coronatine-insensitive 1
AAU90110 Oryza sativa (japonica cultivar-group) putative LRR-containing F-box protein
NP_912346 Oryza sativa (japonica cultivar-group) AAP06838 unknown protein/unknown protein

37 Smo_TIR1_12_1 Smo_TIR1_2_1
s ——FpeTiRte
Ppa_TIR1_7_1
34 91 PpafTIR173771
i|_|:Ppa_Tlm_5_1
Smo_TIR1_9_1Smo_TIR1_3_1
31 XP_493919 Oryza sativa (japonica cultivar-group) similar to Arabidopsis thaliana transport inhibitor response 1 (TIR1) (T48087)
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XP_472325 Oryza sativa (japonica cultivar-group) CAD40545 OSJNBa0072K14.18/0SJNBa0072K14.18
ABA93930 Oryza sativa (japonica cultivar-group) F-box domain, putative
70 AAK16647 Populus tremula x Populus tremuloides F-box containing protein TIR1
24

= 7] AT5G49980 = NP_568718 BAA97019 AAL08287 AAM98092 AAO42782 ubiquitin-protein ligase/transport inhibitor response 1 protein /AT5g49980/K9P8_12 /AT59g49980/K9P8_12 /AT59g49980/K9P8_12
4 AT4G24390 = NP_974607 NP_567702 CAB45074 CAB79349 AAM10320 AAP21148 ubiquitin-protein ligase/ubiquitin-protein ligase /transport inhibitor response-like protein /transport inhibitor response-like protein /AT49g24390/T22A6_220 /At4924390/T22A6_220
71 81 XP_507533 Oryza sativa (japonica cultivar-group) XP_506986 XP_467901 BAD19396 PREDICTED OJ1175_B01.8-1 gene product/PREDICTED OJ1175_B01.8-1 gene product /putative F-box containing protein TIR1 /putative F-box containing protein TIR1
| ABA93466 Oryza sativa (japonica cultivar-group) Leucine Rich Repeat, putative
44 NP_912552 Oryza sativa (japonica cultivar-group) AAN64135 Putative F-box containing protein TIR1/Putative F-box containing protein TIR1
| 100 AT3G26810 = NP_566800 BAB01228 AAL32646 AAQ56839 ubiquitin-protein ligase/transport inhibitor response-like protein /transport inhibitor response-like protein /At3926830
14 AT1G12820 = NP_563915 AAF78487 AAM20393 AAN72129 IPS1; ubiquitin-protein ligase/Strong similarity to transport inhibitor response 1 (TIR1) from Arabidopsis thaliana gb|AF005047 /transport inhibitor response 1, putative /transport inhibitor response
94 | 76 AT4G03190 = NP_567255 AAD14447 CAB77804 AAK01147 AAK76473 AAN12969 GRH1 (GRR1-LIKE PROTEIN 1); ubiquitin-protein ligase/putative homolog of transport inhibitor response 1 /putative homolog of transport inhibitor response 1 /GRR1-like protein 1 /puta
_|:AT3G62980 =NP_567135 Q570C0 AAB69175 AAB69176 CAB87743 AAN71945 TIR1 (TRANSPORT INHIBITOR RESPONSE 1); ubiquitin-protein ligase/TIR1_ARATH TRANSPORT INHIBITOR RESPONSE 1 protein (F-box/LRR-repeat protein 1) /transport inhibitor response 1 /transpor
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