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99 I XP_322005 Anopheles gambiae str. PEST EAA01010 ENSANGP00000004133/ENSANGP00000004133
| 100 r——NP_476986 Drosophila melanogaster CAA76940 AAD20449 AAD20450 AAF52598 purity of essence CG14472-PA/CALO protein /pushover /pushover /CG14472-PA
L—EAL32985 Drosophila pseudoobscura GA13010-PA
75 XP_592432 Bos taurus PREDICTED: similar to retinoblastoma-associated factor 600 isoform 1
85 I L

XP_853095 Canis familiaris NP_065816 Homo sapiens AAL83880 CAI19272 CAI20974 PREDICTED: similar to retinoblastoma-associated factor 600 isoform 2/retinoblastoma-associated factor 600 /p600 /retinoblastoma-associated factor 600 (RBAF600) /retinoblas
100 P_001034115 Rattus norvegicus AAX45146 ZUBR1/ZUBR1
CAGO03215 Tetraodon nigroviridis unnamed protein product
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4|EAT3G02260 = NP_186875 AAF02112 AAM77595 BIG (DARK OVER-EXPRESSION OF CAB 1); ubiquitin-protein ligase/zinc ion binding /unknown protein /auxin transport protein; BIG
ABD33330 Medicago truncatula Putative zinc finger in N-recognin, putative
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